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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 40773 PSEFU RS14405 WP 198136648.1 MRRALLALAAGLLLLRWLPQLPP........SAFLFAAALLGLVL.LP...FRSHLIGLFLLGFSWACLSAQWALDDRLDPALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGLLL.LP...FRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 40773 PSEFU RS14405 WP 198136648.1 RTLWLEGRVVDLPDVREGVVRFHLAEAH.SRRAELPQLLRLSWYGG....................PEIRAGETWRLAVNLKRPH 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 40773 PSEFU RS14405 WP 198136648.1 GLVNPQSFDYEAWLLAQRIGGVGTIKSGQRLSEAD............GSAAWRDRLRQHMLAKDPHGRA.GGLAALVLGDSSGLS 209
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGRA.GAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 40773 PSEFU RS14405 WP 198136648.1 VADWRVLQDTGTVHLLVISGQHVTLVAGMFYGLVFWL.......ARLGW..WPRALPWLPVACVLGFVSALGYSLLAGFEVPVQR 285
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 40773 PSEFU RS14405 WP 198136648.1 ACAMIGLVLLWRWRFRHLGITLPLLMALVAVLLLEPLAVLQPGFWLSFGAVGLLILIFAG.......RLG.......AWAWWRTL 356
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RLG.......VPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEA.SFAWLMPWLDALALPGGS 508
NTDB id 40773 PSEFU RS14405 WP 198136648.1 GRAQWAMTVGLLPMLLALGLPISASSPLANLIAVPWVGFAVVPVALLGTLLLPVPWVGEALLWLAGLSLEWLFRLLG.LMGEWLP 440
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLA.LIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 40773 PSEFU RS14405 WP 198136648.1 AWLPSDLPLWGWLLVALGALFILLPSGV...PFRALGLILLLPLLFTPVERPAEQRAEVWMLDVGQGLSMLVLTRQHALLYDAGP 522
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 40773 PSEFU RS14405 WP 198136648.1 SFGDF.DMGERVVLPSLRALDVRELDMLLISHSYNDHSGGAEAVARGMSVGRVVSGEAPAL.......PTALGAEPCV.AEHWTW 598
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 40773 PSEFU RS14405 WP 198136648.1 DGVTFRTWRWN......EAADSNQSSCVLVVEAAGERILLTGDIDTRAERALIESG..LDLSAHWLLAPHHGSRSSSSWALLKAV 675
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 40773 PSEFU RS14405 WP 198136648.1 QPGAVLYSRGRHNAYGHPHPTVLSRYAAFEARAYDSVETGALRIDLGS..FAEPQALREIPRFWREK................. 740
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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