logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 407455 GPY59 RS10190 WP 158173611.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 407455 GPY59 RS10190 WP 158173611.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 407455 GPY59 RS10190 WP 158173611.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 407455 GPY59 RS10190 WP 158173611.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 407455 GPY59 RS10190 WP 158173611.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

rsaneernr AL OG0 TR I A LA AL

D e G

DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

AL TSRO A R CLARL o vt A

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPRABRAINLCQFREIQGYQQALRRAGI 1Y PjyV{eh§xe F F GAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTA LCQFRQQGYQQALRRAGIKDPQYSVITEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTA LCQFRQQGYQQALRRAGI KDPQYSVITEFSFDGGAKA

Bl TN B A TR

VRALLE\LPENPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELEJEPPTAIFCHCDTMAIGAIQEAK LGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLE L
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL

(Dl SHLEHLM

GHDV GSRLLETKLVVRIASAAPPJ] IS 335
KGHDVHSGSRLLETJLV RGSAAPPQR)j¥ 335
KGHDVHSGSRLLETKLVVRGSAAPPQRA 348

\/

X non conserved
B similar
> 50% conserved

147
147
160

227
227
240

307
307
320



