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DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
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AL TSV A L R CLARL 0 vt Al

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGP[NSIAIALCQFREIQGYQQALRRAGI [§| Ppyvieynge F F  GAKA
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VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
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KGHDVHSGSRLLETKLVVRGSAAPPQRA 348
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X non conserved
B similar
> 50% conserved

147
160
147

227
240
227

307
320
307



