logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

40717 AMBT RS02025 WP 013782904.1

1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

40717 AMBT RS02025 WP 013782904.1

1283
1259
1202
1194
1020
1060
1040
1081

consensus

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

ARG

S RERVNAFIAQIAARZEGA VEIRRIATID 13 I TIgE LKLPE

ERNERFRVSAF (\RDMP(¢
BYARFRVNAFEIQIIRYG  VIURIATP VRIT

Djzelepsybord st 2 o e

S
BIPMIRVEIG
BIPMIRVEIG
PPM R DG

PPM R DG
PPMIRVDG

.. PELLIBES KEWASDLHLSAG
AMDIJAELLIXFS KEWASDLHLSAG

DI TELLAFSPK

ISASDLHLSAG

NL ALEH

A = KAFF

D IAELLAFS K
VDI TELLAFSHK
Bvp1TELLAFSAK

'.MDIHELLAFS K
A

BDITELLAFS [

:.MDITELLAFS K
MAMDITELLAFS K
AMDITELLAFS K

I4¥ SDLH SAG
I§ SDLH SAG
€ASDLHLS G
[EASDLHLSAG
IMASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG

PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

===~ li=cji=c = ]i-v]i=--c -]} = - = l=~}

KRR

= = = Zlolel = Sl = = = =

* *kkk | kok ok ok Il oskoskok

RFRVSAFYQRNLAGIVLRRIE N Pys
M

ARFRVNAFNIN&RGlY AVFRTIPSEIVL
ARFRVNAFNINSRGIY AVFRTIPSEVL
RFRVNAFBIQERGOSJAVERTIP N E
RFRVNAFBIQERGSAVFRTIP M
RFRVNAF|JQRGA AVERTIPREVLT
ARFRVNAFNQSJRGA AVFRTIPS|® L

ARFRVNAFNQSJRGA AVFRTIPS|® L
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQWNRGAGAVFRTIPS|SVLT
ARFRVN[FNQRGAGAVFRTIPSWVLT
ARFRVNAFNQWNRGAGAVEFRTIPS|SVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT
ARFRVNAFNQNRGAGAVFRTIPS|SVLT

NEEEEEE Fokok Dk Dok Dk k%%

| sk sk k% ok

ETﬁVfItI E \- 5|EK§|A'@'Y

\YIRRMEMK PSP}
R GLPNIFIN T ANIPRGLVLVTGPTGSGKSTTLA M

* |k ok

alll

E LISLPN IR |q A|NNSRGLVLIRYGETG GKST LAAM
LEILPIZTI® 12" ANRIMR G IJ GE\TG GKST LA M

E LEFPHIFMAIAREIPRG VLVTGPTGSGKSTTLAAM
E LEGAPHIF4T ABPRG VLVTGPTGSGKSTTLAAM
EMLIYPIH T FEIAT ARRES GLVLVTGPTGSGKSTTLAAM
ENLIJAPIH T FIAT ANRE3 GLVLVTGPTGSGKSTTLAAM
A TRYNPHGC VLVTGATGSGKSTTLAAM
3 ARJASRGLVLVTGPTGSGKSTTLAA
3 ASJESIRGLVLVTGPTGSGKSTTLAAY
I PRGLVLVTGPTGSGKSTTLAAM
] PMWMPRGLVLVTGPTGSGKSTTLAAM
INI@NPRGLVLVTGPTGSGKSTTLAAM
INI@W(PRG VLVTGPTGSGKSTTLAAM
INTNPRG VLVTGPTGSGKSTTLAAM
INI@WPRG VLVTGPTGSGKSTTLAAM
N NNy

E LGLENIF
kokokkok ok *x ok

TSI

IR APNSRGLVLVWUGIATGSGKSTT AAMTGYRNQHITGHI

el 104 Reetebs bt

153
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
40717 AMBT RS02025 WP 013782904.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
40717 AMBT RS02025 WP 013782904.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

TIDRLDIF et R LSSl liQxLK@ed Rl

Q
DVFPAMEK MVR
DVFPAEK MVR

TIDRIIDVFP § K MVR
TIDRIIDVFPAEEKEMVR

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD

IQYALRSALREDPD
SIALRSALREDPD
WPNALRSALREDPD
NPVALRSALREDPD
MIZALRSALREDPD
SIZALRSALREDPD
WMAALRSALREDPD
INALRSALREDPD
WHALRSALREDPD
IMAALRSALREDPD

sk DLksr DLrrlbxl ol

MLSESLINAVISQNLLKENIGNGRVA HETIJRI
MLSESLINAVISQNLLKENIGNGRVA HETIJRI
MLSESLIHAVI QISLLK .VGGGRVAEHEIM
MLSESLIHAVI QISLLK BUGGGRVA[GHEIM

MLSESLIHAVISQELLK

TI RIIDVFPAEEKEMVR MLSESLMAV QELLK
MLSESLNAV QELLK
MLSESL[MAVISQWLLK
MLSESL[ VISQWL K
MLSESL[MAVISQWILLK
TIDR IDVFPAEEK MVRAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
*ok 1ok ok ok ok ok ok ok ok ok K Pk | okkkok | Dok

.NKGGRVAAHEIM

. NK[HEARYAL
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

MIGGGR AAHEIM

EIM

*% | TIEET

RERIEN DNALINJAETGHLVF | TLHESUYARIN
RDMETI JA\A TAAETGHLVIQIGTLHTHS Ajg

G
G

AAETGHLVFGTLHTNS AlgK
LA TAAETGHLVFGTLHTNS AWK
LA TAAETGHLVFGTLHTNSARK
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

(IS

SAAK
SAAK
SAAK
SAAK

e

@A IRNLIRENK AQMYSEIQTGEAINAGMQ
oW¥elA TRNLIREDK AQMYSHIQTGRINGGMQ
WPAIRNLIREINKVAQMYSHIQTG
WPAIRNLIREWKVAQMYSHIQTG
JPATRNLIRE®KVAQMYSEIQTG

P ATRNLIRENKVAQMYSIIQTG

P ATRNLIRENKVAQMYSIIQTG

P ATRNLIRENKVAQMYSIIQTG

* TN *okokkkk ok

R0, 5 L 0
:

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

40717 AMBT RS02025 WP 013782904.1

1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1

40717 AMBT RS02025 WP 013782904.1

1283
1259
1202
1194
1020
1060
1040
1081

consensus

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

T&DQ%L%ﬁ{¥§E%KVEEE§A§EgA§§BE§Eﬁkfiﬁkzggkpm.hhmaz;.vy:ev

= ~ A= aBE Ll mERLSIREFER A~
INEDRIAIRY Q)M VDD KPRSIE QDINLHSYADSANDLRLMLKTKRGDDY . . .GSGSLQNVKI........ DME..............
pERIe Ay NMY VQEEISEY EDJAL LHJ\ADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL. . . . .. .. EMSDDDPGRSFR. .. ..
INEDJNAIREDIMYDHQHpRS| Y ADPNALKHJADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . . .. KMTFDGQRRNLK. . ...

X non conserved
B similar
>50% conserved

KDKQ

MAAK
K HTNHEAMLNKSLF
P QTR TAIKQPESFEL . o . oot
P QT RTAIKQPESFL . . . oottt e e e

IR PQTE R TAIKQPESFL . . . e e e e e e e e e e e e

368
381
383
418
347
347
345
345
347
344
344
344
344
344
345
345
345

368
381
383
395
347
347
345
345
347
344
344
344
344
344
345
345
345



