
logo MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMADFNI IGEPLVIYCQLPNDYLPAPEAAL ITGITPQKANSQGLAEP
NTDB id 407035 GPY00 RS00395 WP 044127277.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMAFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EF IAR IHAELSTPNTINSLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHGNSRWDLLDVLRACHALRPEGI EWPENDDGFT
NTDB id 407035 GPY00 RS00395 WP 044127277.1 EFIARIHAELSTPNTISLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELAKKVKAAQPKLFDYFFTMRHKRKLTEL IDIVNQTPLMHVSGMLGRERHY
NTDB id 407035 GPY00 RS00395 WP 044127277.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TSWIAVP IAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDNELPVPVKLVHLNKCP I LAPAKTLTAENAQ
NTDB id 407035 GPY00 RS00395 WP 044127277.1 TSWIAPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPNELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIG IDREQCLAHLNVIRQHPE IREKLVTVFSQEREFNQECSDVDSQLYAGFFSPADRAAME I IRTTAPENLGSLAI
V
Q
RVADK

NTDB id 407035 GPY00 RS00395 WP 044127277.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQECDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAVQVADK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!

logo R I EPLLFRYRARHYPHTLTDATEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQATDPKKMAI LKSVYHYVEKLAC
NTDB id 407035 GPY00 RS00395 WP 044127277.1 RIEPLLFRYRARHYPHTLTDAEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQTDPKKMAILKSVYHYVEKLAC 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!
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