
logo

MNKHAMSYKAQMNNQMKKLMARQQQKGFTL I ELMIVVAVI IG I
VLAAAIALVIPAQYQKDNYI

T
V
T
V
I
A
K

K
R
A
S
N
Q
R
A
E

G
A
I
V
N
A
G
T

A
E
V
S
A
G
F
L
S
T
A
S
E
L
T
N

L
A
V
I
K
N
S
D
T
G
P
S
A
G
I
A
L
I
K
I
L
T
P
T
A
G
N
F
Y
A
I
V

S
E
A
L
N
Q
D
E

H
T
A
Y
L
T
V
Y
A
I
Q
S
V
I
N
A

R
E
T
T
E
G
N

A
K
W
N
G
I
T
V
A
S
A
V
L
P
FPKSTAADKLSTGLAQTQTSADKTAGADTEQGADLAAGTFKPT

NTDB id 1274 LPP RS09530 WP 011214168.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG.... 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG.... 70
NTDB id 406858 GPW74 RS07360 WP 114741846.1 MNAYKNKLQQGFTLIELMIVVAVIGVLAAIAVPQYQKYVAKSEAASALATLTGLKTNAEAYTVETGSFPTDAQKAQLGTP 80
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIA.AAA........ 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVP.TKLSD...... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSV.KSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTP.SLTSTD..... 71
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NTDB id 1274 LPP RS09530 WP 011214168.1 ...YVSPAAT.PNVASIA.....IGANGVITITYTAAAG....GGT..IVMTPTLQ.ANGDVTWTCTGG.TLLAKYRPAS 133
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...YVSPAAT.PNVQSIA.....IGANGVITITYTAAAG....GGT..IIMTPTLQ.ANGDVTWTCTGG.TLLAKYRPAS 133
NTDB id 406858 GPW74 RS07360 WP 114741846.1 S..........SAMGTIA.YANTSSSGAAGTITFTFSGTVSPDLKPSGTASEIRLSR.DGSGTWTCTSKSTLVEGVRPKG 148
NTDB id 1184 GTF74 RS02335 WP 000649326.1 R...LGTVED.MGDGKIV.IAPTASGALGGTIKYTFDAGVV.......SSSKIQLAR.DANGLWTCSTT..VTSEIAPKG 145
NTDB id 1167 A1552VC RS11065 WP 000649326.1 R...LGTVED.MGDGKIV.IAPTASGALGGTIKYTFDAGVV.......SSSKIQLAR.DANGLWTCSTT..VTSEIAPKG 145
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 R...LGTVED.MGDGKIV.IAPTASGALGGTIKYTFDAGVV.......SSSKIQLAR.DANGLWTCSTT..VTSEIAPKG 145
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVDVAANDLGAIDSAL....AGGSPTL..TFT.F...DADSSIDGGILTFTR.DAATGWSCLPT..APAIA.VDG 137
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ....VGFTAATSSVCATYSIDAFTETDGAGKI.TCTLK.....GNPKIATKIVELTR.STDGAWTCVSD..VPTEFLPKG 135
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTIA.LKP.DPADGTADITLTFTMG...GAGPKNKGKIITLTRTAADGLWKCTSD..QDEQFIPKG 147
NTDB id 1197 PSJM300 03940 AFN76866.1 .EGYIGITDS.TSYCDVD.LD..TAADGHI...ECTAKG...GNAGKFDGKTITLNR.TADGEWSCAST..LDAKYKPGK 137
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NTDB id 1274 LPP RS09530 WP 011214168.1 CRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 CRP........... 136
NTDB id 406858 GPW74 RS07360 WP 114741846.1 CTNTYN........ 154
NTDB id 1184 GTF74 RS02335 WP 000649326.1 CTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 CTAGATIN...... 153
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 CSK........... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 CS............ 139
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