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VGQDPHEYEPLPEDVEKKTSESADL
NTDB id 40670 SPB RS00125 WP 003103719.1 MKKKFTFALTAALSLFMLSACSTSGQQAKKEEKLNVVATNSVIADMTKNIAGNKVNLHSIVPVGQDPHEYEPLPEDVEKTSSADL 85
NTDB id 439 SPR RS07420 WP 000733056.1 .MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus * !! ! !! *! !! * !! !!!!!!*!!!*!!!!!! !* !!!!!!*!!!!!!!!!!!!!! !!! !!!

logo I FYNGINLEDTGGHNAWFTKL IVEKNAKKETEKNKDYFAVSDGI
VDVIYLEGQNEKGKEDPHAWLNLENGI

MI FYASKNIAKQL ISAKKDPKNNKETFYY
NTDB id 40670 SPB RS00125 WP 003103719.1 IFYNGINLEDGGHAWFTKLIKNAKKEKNKDYFAVSDGIDVIYLEGQNEKGKEDPHAWLNLENGMIYSKNIAKQLIKKDPKNKTYY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!! !!*!!!!!!* !!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!* !!!!!!! !!! !! *!
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NLKESYLTADKLDKNLDKEASKDSKFDNKIPADEKKLMIVTSEGACFKYFSKAYDGVPSAYIWE INTEEEGTPESQIKSTL IVEKLKRKQKTKLVPSAS ILFVE

NTDB id 40670 SPB RS00125 WP 003103719.1 QSHLKSYLAKLDNLDKEAKSKFDKIPADKKMIVTSEGCFKYFSKAYDVPSAYIWEINTEEEGTPSQISTLIEKLKKKKLSAIFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus *!! ! !!! !!!! ! !! !!!!*!!*!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!! !! !!*!!!* !** *!!!

logo SSVDDSRPMKSTVSKQDSTGNIP IYASEQI FTDS IVAEKKQGKEPGDSYYASMMKW
YNLDKIASEGLASK

NTDB id 40670 SPB RS00125 WP 003103719.1 SSVDSRPMKSVSKDSGIPIYSEIFTDSVAKKGKPGDSYYAMMKWNLDKISEGLSK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!! !!!!*!! !* !!!! !!!!!*! !!*!!!!! !!!*!!!!! !!! !
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