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consensus !!!!****! * !! !*!** * * **************! *!* *!* ****! ******* !** ! **

logo

EAAERVESAKEAA
V
A
L
D
E
M
T
Q
V
A
G
D
E
A
D
I
V
E
G
QT
V
Q
V
E
P
A
T
P
V
A
P
T
V
T
VEEQAHKRKLGWAMASRLKRQSGLASKSTRSDKMAKSLATGTLVFGVGGVKQI

V
D
GEADLFYEELETAVL ILMT
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NTDB id 406663 GO999 RS14750 WP 211906342.1 ADAGVDATEYLLDELRRRVKAQRIETAEGVKTALRDLLIELLHPLEKTMVLGR.DQPTVIMIAGVNGAGKTTSIGKLCKH 204
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 406663 GO999 RS14750 WP 211906342.1 FQTYGQSVLLAAGDTFRAAAREQLVIWGQRNNVTVVAQESGDPAAVIFDAVNAARARGIDIVMADTAGRLPTQLHLMEEL 284
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 406663 GO999 RS14750 WP 211906342.1 KKVRRVIGKAMATAPHETLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEQV 364
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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