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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL 153
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT ANFAQKINGGEEAAF IDAEHALDPEAYARRALGVN DELL SQPD 152
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEAY ARWALGVN DELL SQPD 152
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEAYARWALGVN DELL SQPD 152
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANAQKINGGRWAAF IDAEHALDPIAY ALWALGVN DELL SQPD 152
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ANEAQKINGGEWAAF IDAEHALDPEAYARWALGVN DELL SQPD 152
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT ANFAQKINGGEEAAF IDAEHALDPEAY ARRALGVN DELL SQPD 1562
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANFAQKIGGEWAAF IDAEHALDPRAYARWALGVN DELL SQPD 152
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEAYARWALGVN DELL QPD 152
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIYQRINGGFNAF IDAEHALDPYYAMYLGVN ELL SQPD 137
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AJAYQKINGGIWNA IDAEJJA DPISYARWNLGVN D LL SQPD 139
NTDB id 40659 PORAS RS03330 WP 004331486.1 EI GPESSGKTT AIINQKIMGGIENAIIDAEHAIGDPNY ANIAL GV - ERILE] SQPDBGEQAL  IJ 1563
NTDB id 1313 DR RS12030 WP 010888966.1 RIPEIYGPESEGKTT ANFAQKEAGGINSAF IDAEHALDPYYY ARRALGVNIDELL SQPDRIGEQALE I 151
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AJNMOKINGGI¥AF IDAEHALDRYY AISYLGVNID Lfj SQPDIJGEQALEIY 138
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINMQOKINGGUAMAF IDAEHALDEg:IY ASYL.GV gy NLL SQPD GEQALEI|M 140
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIEOKINGGLAAF IDAEHALDYE:IY AISHL GV i LL SQPD GEQALEI|N 140
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AINQKNYGGIWNAF IDAEHAD|UIY AIBSL.G N EL © SQPDIYGEQALETA 147
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY ARYLGVNIDELL SQPDRGEQALEI 155
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UGAF DAEHARDPWNUYAJRNLGVIY ELM SQPD GEQALEI 139
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPUYARMISLGVIY ELM SQPD GEQALEI 139
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT UGAEF DAEHAJJDPUUYAIANLGVIY ELM SQPD GEQALEI 139
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INAFIDAEHALDIMYASLGVIS [ LL SQPD GEQALETIJA 147
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT DELL SQPD GEQALEI[S 138
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT DELL SQPD GEQALETI[S 138
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INMAFTDAEHALDPNYARMISLGV  DNLL SQPDBIGEQALEIRN 138
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFIDAEHALDPWNYAJASLGV DILL SQPDRGEQALEIJA 138
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALEIpN 138
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NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALWMPKAEI G MGDSBIVGLQAR .M 230
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALWYP GDHGDSHVGLQAR N MR 229
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALYP GDWGDSHVGLQAR N 229
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALNP GDHGDSHVGLQAR .M. 229
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALYYP GDIGDSHVGLQAR LU 229
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALNP GDHGDSHVGLQAR .M 229
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALWYP GDHGDSHVGLQAR 229
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALYP GDIGDSHVGLQAR . 229
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALWYP GDHGDSHVGLQAR 229
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALEPKAEI GDMGDSHVGLQAR .M. 214
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALWP AEI G MGD HVGLQAR .M. 216
NTDB id 40659 PORAS RS03330 WP 004331486.1 VVDSVAALWPKAEI G MGD [VGLEIAR 233
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDS|HEGLQAR .M 228
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALWWPKAEI GDMGDNHVGLQAR .. 216
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWPKAEI GDMGD@NHVGLQAR .. 218
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWPKAEI GDMGD[NHVGLQAR .. 218
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWPKAEI GDMGDS  GLRIAR .M. 224
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWPKAEI GDMGDSH GLQAR M 232
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALWPKAEI GDMGDSHVGLQAR M 216
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALEPKAEI GDMGDSHVGLQAR M 216
NTDB id 1123 0OK783 RS03845 WP 003688695.1 VVVDSVAALWMPKAEI GDMGDSHVGLQAR M 216
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALWPKAEI G MGD [WgGLQAR .M 224
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAEI G MGDSH GLQAR .M. 215
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAEI G MGDSH GLQAR M 215
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAEI G MGDSH GLQAR M 215
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAEI G MGDSH GLQAR M 215
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYPKAEI G MGD HVGLQAR M 215
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS KVVKNKVAPPF IM GEGISGEL N 309
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 308
NTDB id 228 SPD RS09265 WP 001085462.1 BIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 308
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 308
NTDB id 159 SP RS09750 WP 001085462.1 BIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 308
NTDB id 499 SM12261 RS08315 WP 078228268.1 IRENSAAARARAGSTOIKGTG . KVVKNKVAPPF IMYGEGIS K 308
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IRENAAARMRIGSTOIKGTG . KVVKNKVAPPF IMYGEGIS K 308
NTDB id 408 SMU RS09530 WP 002262392.1 INESEANARMBIGNTQIKGTG . KVVKNKVAPPF IfYGEGIS K 308
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 308
NTDB id 115 BSU 16940 NP 389576.2 SRAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 289
NTDB id 625 LCA RS02525 WP 011374196.1 SRAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 291
NTDB id 40659 PORAS RS03330 WP 004331486.1 .I.KKGEDV VVKNKVAPPF D 308
NTDB id 1313 DR RS12030 WP 010888966.1 R . .PTKVGNDA KPVKNKVARPF G 304
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF 291
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BIKVVKNKVAPPF 293
NTDB id 1211 C694 RS00795 WP 000963128.1 FYASVR D R .L.KQNEQH IKVVKNKVAPPF 293
NTDB id 1334 RAOC RS04870 WP 004918236.1 FYASVR D R SLSDTGKIKDKSGEV KVVKNKVAPPF D 304
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IRENSAAARENRCGY . . . . V. KDGBEI KVVKNKVAPPF I 307
NTDB id 1130 NGFG RS03960 WP 003688695.1 IRESIAARANIR TGS . . . . I . KKGEEV KV KNKVAPPF D 291
NTDB id 1124 NGFG RS03960 WP 003688695.1 INESEARARMRTGS . . . . I.KKG KV KNKVAPPF D 291
NTDB id 1123 0OK783 RS03845 WP 003688695.1 FY SVRLD R .. I.KKG KV KNKVAPPF D 291
NTDB id 1427 RS RS02760 WP 011000510.1 FYASVRLD R .. I.KKG KVVKNKVAPPF D 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 |@:NSAAARIEN:E ..I.KEG KVVKNK APF D 290
NTDB id 1142 GTF74 RS11550 WP 000344154.1 FYASVRLD R ..I.KEG KVVKNK ARPF D 290
NTDB id 1022 ACIAD RS06390 WP 004925639.1 FYASVRLD R . .V.KEG KVVKNK APPF D 290
NTDB id 1074 ABD1 RS10195 WP 000344167.1 FYASVRLD R . .V.KEG KVVKNK APPF D 290
NTDB id 1205 PSJM300 05545 AFN77183.1 FYASVRLD R .V.KEG KVVKNKVAPPF D 290
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