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NTDB id 600 KW2 RS01765 WP 011675413.1 .....MATKKK.TNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPKG 73
NTDB id 269 KZH43 RS08665 WP 001085462.1 ......MAKKP.KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 228 SPD RS09265 WP 001085462.1 ......MAKKP.KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 194 SPR RS08825 WP 001085462.1 ......MAKKP.KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 159 SP RS09750 WP 001085462.1 ......MAKKP.KKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 499 SM12261 RS08315 WP 078228268.1 ......MAKKP.KKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ......MAKKP.KKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 408 SMU RS09530 WP 002262392.1 ......MAKRI.KKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 453 Spy49 1753c ACI62003.1 ......MAKKL.KKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 115 BSU 16940 NP 389576.2 ......................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPRG 57
NTDB id 625 LCA RS02525 WP 011374196.1 ....................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPRG 59
NTDB id 40659 PORAS RS03330 WP 004331486.1 ......MAKKNEKTVVTPPITDTAAKMKALETTMGRIQKQFGKGAIMNMADD.AVEDVSVIPSGSLTLDIALGVGGYPRG 73
NTDB id 1313 DR RS12030 WP 010888966.1 ......MSKDATKEISA..PTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPRG 71
NTDB id 1245 Cj1673c YP 002345041.1 .....................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPKG 58
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPKG 60
NTDB id 1211 C694 RS00795 WP 000963128.1 ...................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPKG 60
NTDB id 1334 RA0C RS04870 WP 004918236.1 .........MAKT..ET..TSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPKG 67
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV..VK..QVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPMG 75
NTDB id 1130 NGFG RS03960 WP 003688695.1 .....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1124 NGFG RS03960 WP 003688695.1 .....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1123 OK783 RS03845 WP 003688695.1 .....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........K..KA..ASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPRG 67
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .....................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .....................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1205 PSJM300 05545 AFN77183.1 .....................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPKG 58
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NTDB id 600 KW2 RS01765 WP 011675413.1 RIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVD 153
NTDB id 269 KZH43 RS08665 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 228 SPD RS09265 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 194 SPR RS08825 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 159 SP RS09750 WP 001085462.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 499 SM12261 RS08315 WP 078228268.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 527 SMSK321 RS11065 WP 001085454.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 408 SMU RS09530 WP 002262392.1 RIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 453 Spy49 1753c ACI62003.1 RIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVD 152
NTDB id 115 BSU 16940 NP 389576.2 RIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVD 137
NTDB id 625 LCA RS02525 WP 011374196.1 RIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVD 139
NTDB id 40659 PORAS RS03330 WP 004331486.1 RIIEIFGPESSGKTTLAIHAIAEAQKLGGIAAIIDAEHAFDPTYAQALGVDISRLWISQPDDGEQALDIAEQLIRSSAVD 153
NTDB id 1313 DR RS12030 WP 010888966.1 RITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAID 151
NTDB id 1245 Cj1673c YP 002345041.1 RIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVD 138
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGID 140
NTDB id 1211 C694 RS00795 WP 000963128.1 RIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGID 140
NTDB id 1334 RA0C RS04870 WP 004918236.1 RIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVD 147
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAVD 155
NTDB id 1130 NGFG RS03960 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1124 NGFG RS03960 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1123 OK783 RS03845 WP 003688695.1 RIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGID 139
NTDB id 1427 RS RS02760 WP 011000510.1 RVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSVD 147
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVD 138
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVD 138
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAID 138
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAID 138
NTDB id 1205 PSJM300 05545 AFN77183.1 RIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVD 138
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NTDB id 600 KW2 RS01765 WP 011675413.1 LVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGV..M.FGSPETTPGGRALK 230
NTDB id 269 KZH43 RS08665 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 228 SPD RS09265 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 194 SPR RS08825 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 159 SP RS09750 WP 001085462.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 499 SM12261 RS08315 WP 078228268.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 408 SMU RS09530 WP 002262392.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGI..M.FGNPETTPGGRALK 229
NTDB id 453 Spy49 1753c ACI62003.1 LVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGV..M.FGNPETTPGGRALK 229
NTDB id 115 BSU 16940 NP 389576.2 IVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGV..M.FGNPETTPGGRALK 214
NTDB id 625 LCA RS02525 WP 011374196.1 ILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGV..M.FGNPEVTPGGRALK 216
NTDB id 40659 PORAS RS03330 WP 004331486.1 ILVVDSVAALTPKAEIEGEMGDTQVGLHARLMSRAMRKITAAVSRSKTCCIFINQLRMKISSGYSPTGPSEVTTGGNALK 233
NTDB id 1313 DR RS12030 WP 010888966.1 VVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGV..M.YGNPETTTGGRALK 228
NTDB id 1245 Cj1673c YP 002345041.1 LIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGA..MGYGTPETTTGGNALK 216
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGM..MGYGSPETTTGGNALK 218
NTDB id 1211 C694 RS00795 WP 000963128.1 LVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGM..MGYGSPETTTGGNALK 218
NTDB id 1334 RA0C RS04870 WP 004918236.1 IVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGV..M.FGSPETTTGGNALK 224
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGV..M.FGNPETTTGGNALK 232
NTDB id 1130 NGFG RS03960 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGV..M.FGSPETTTGGNALK 216
NTDB id 1124 NGFG RS03960 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGV..M.FGSPETTTGGNALK 216
NTDB id 1123 OK783 RS03845 WP 003688695.1 MVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGV..M.FGSPETTTGGNALK 216
NTDB id 1427 RS RS02760 WP 011000510.1 LIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGV..M.FGSPETTTGGNALK 224
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGV..M.FGNPETTTGGNALK 215
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGV..M.FGNPETTTGGNALK 215
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGV..M.FGSPETTTGGNALK 215
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGV..M.FGSPETTTGGNALK 215
NTDB id 1205 PSJM300 05545 AFN77183.1 VIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGV..M.FGSPETTTGGNALK 215
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NTDB id 600 KW2 RS01765 WP 011675413.1 FYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWF 309
NTDB id 269 KZH43 RS08665 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 228 SPD RS09265 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 194 SPR RS08825 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 159 SP RS09750 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 499 SM12261 RS08315 WP 078228268.1 FYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 527 SMSK321 RS11065 WP 001085454.1 FYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 408 SMU RS09530 WP 002262392.1 FYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWY 308
NTDB id 453 Spy49 1753c ACI62003.1 FYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWF 308
NTDB id 115 BSU 16940 NP 389576.2 FYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWY 289
NTDB id 625 LCA RS02525 WP 011374196.1 FYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWY 291
NTDB id 40659 PORAS RS03330 WP 004331486.1 FYSSVRLDIRAYKQ....I.KKGDDVVGKVTSVRVVKNKVAPPFRRAEFDILFGQGINRVGEIIDAATDMGILKKSGSWY 308
NTDB id 1313 DR RS12030 WP 010888966.1 FYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSFY 304
NTDB id 1245 Cj1673c YP 002345041.1 FYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAWF 291
NTDB id 1214 NCTC11637 00359 SQJ03206.1 FYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWL 293
NTDB id 1211 C694 RS00795 WP 000963128.1 FYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWL 293
NTDB id 1334 RA0C RS04870 WP 004918236.1 FYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWF 304
NTDB id 1389 A4U84 RS07560 WP 021112712.1 FYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAWF 307
NTDB id 1130 NGFG RS03960 WP 003688695.1 FYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWY 291
NTDB id 1124 NGFG RS03960 WP 003688695.1 FYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWY 291
NTDB id 1123 OK783 RS03845 WP 003688695.1 FYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWY 291
NTDB id 1427 RS RS02760 WP 011000510.1 FYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAWY 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 FYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWY 290
NTDB id 1142 GTF74 RS11550 WP 000344154.1 FYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWY 290
NTDB id 1022 ACIAD RS06390 WP 004925639.1 FYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWY 290
NTDB id 1074 ABD1 RS10195 WP 000344167.1 FYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWY 290
NTDB id 1205 PSJM300 05545 AFN77183.1 FYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWY 290
consensus !!**!!***!* * ** *******!!!*!*!!* * ****!*!*** **** ** *** ! !***
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