
logo ME I ER INEHTVKFYI
MSYGDI EDRGFDREE IWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLE I IVVTKAQL

NTDB id 406442 GPA07 RS14095 WP 071167779.1 MEIERINEHTVKFYISYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIVVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo SKDGQKLELP IPEDKKDQEQPTADESEDSLDALLDDFHQKEEQADQVENEHNEQEKDEKEKLQKQLQFVLKRFMDGDFEDLVIASLSKQLNMVNQDGFSKTTSTLYSF
NTDB id 406442 GPA07 RS14095 WP 071167779.1 SKDGQKLELPIPEDKKDQTDEESLDALLDDFHKEEQDQEEHNEKDKKLQLQFVLKMDDFEDLIALSQLNMQDFTTSLYSF 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQEPASEDLDALLDDFQKEEQAVN...QEEKEQKLQFVLRFGDFEDVISLSKLNVNGSKTTLYSF 157
consensus !!!!!!!!!!!!!!!! * ! !!!!!!!!*!!!! *** *! !!!!!* !!!!*! !! !!** !*!!!!

logo ENRYYLYVDFCHENDLMS
TDEEQVENKQLS I LLEYAHTESSVI

VS IHYRLEQEYGKQL I IVKSEHNALETIKQKHFASS
NTDB id 406442 GPA07 RS14095 WP 071167779.1 ENRYYLYVDFHEDLSDEQVENKLSILLEYAHESVVSIYRLQEYGQLIVKENALETIQKHFS. 221
NTDB id 84 BSU 11520 NP 389034.1 ENRYYLYVDFCN.MTDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus !!!!!!!!!! ***!! !!! !!!!!!!!*!! *!!*!! !!! !!* !*!!!!! !!! *

X non conserved
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X ≥ 50% conserved


