
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGPLVSTDE I
TKKDEFVRSTEKRKPDSLPVLAELAAQE I

MRSYQPQ
NTDB id 406437 GPA07 RS12695 WP 008356936.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVTDTKKEVRTERKPDSLPVLAELAAQEMRSYQQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSP..SEIKKDFRSEKKPDSLPVLAELAAQEIRSYQP 78
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!****** !!* !*!*!!!!!!!!!!!!!!!*!!!!*

logo

P
QSQQSQSTVQVPTQSSLGLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNM

NTDB id 406437 GPA07 RS12695 WP 008356936.1 PSQSQSTVTSSLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNM 160
NTDB id 79 BSU 14240 NP 389307.1 QSQQQSVQPQ...LQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNM 155
consensus *!! !! * *** * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTFMQSL IKMYPEVKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 406437 GPA07 RS12695 WP 008356936.1 TTFMQSLIKMYPEVKKPYRGQYILEGDIQTEDE... 193
NTDB id 79 BSU 14240 NP 389307.1 TTFMQSLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*! * * ***
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