
logo ML ITKCTEGIVLRTNTDYGETNKIVTLLTREHGKIGVMARGAKKAPNSRLSAI
VSQPFLYGSTFL IMQKSSTSTGLGTLQQGEMIELSMRAG

NTDB id 406425 GPA07 RS08205 WP 157292323.1 MLIKTEGIVLRTTDYGETNKIVTLLTREHGKIGVMARGAKKANSRLSAISQPFLYGTFLIQSSTGLGTLQQGEMIESMRA 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !! !*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!*!!*! **!!!!!!!!!!! !!!*

logo I REDLFLTAYAAYMVATELLVDKRGTDEEKKPSNPYLFEFL ILLEQSLKRHQLNEGTDAPDI
V I LTF IVEQMVKMLGSVI

MGLKYPELDNHQCVHCGKQSKQDEG
NTDB id 406425 GPA07 RS08205 WP 157292323.1 IREDLFLTAYAAYMTELLDKGTDEKKSNPYLFELLLQSLRHLNEGTDADIILFIVEVKMLSVIGLKPELDQCVHCGQKEG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!!* !!*!*!!*!!!*!!!!!! *! !!**!!!!!!*!*! !!! *!!! !*!! !!! *!!!! *!
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LDHLYYDEEYSGLYLKSKKRFLM
NTDB id 406425 GPA07 RS08205 WP 157292323.1 QFHFSIRDNGFICEHCFSKDPYKLPLSPAAARLLRLFHYFDLSRLGQVDVKPQTKQEIRQVLDHYYDEYSGLYLKSKKFM 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!*!!!!!!!**!! !!!!**!* ! !!!!!!!*!!!!!!!!*! *!* !! !**!!*!*!!*!!!!!!!!!!*!*
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NQMESMKRHKLMDGEGENKNKSS

NTDB id 406425 GPA07 RS08205 WP 157292323.1 NQMESMRKLMDGENKS 256
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS. 255
consensus !!!!!**!! *
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