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NTDB id 406422 GPA07 RS07510 WP 157292287.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVQRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEAQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!! !! * ! !! !!* !*!*!!! *!!!!!! *!! !! !
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L

NTDB id 406422 GPA07 RS07510 WP 157292287.1 ESIVIFGDYDADGVTSTSVLLHTLKERSAKVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!!!!!!*!!!! !! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*

logo GLDLVI ITDHHEPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGEKLPDVDELLDLAAIGTIADLVPLHDENRLWI
L

NTDB id 406422 GPA07 RS07510 WP 157292287.1 GLDLIITDHHEPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPVDLLDLAAIGTIADLVPLHDENRWL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! *!!!!!!!!!!!!!!!!!!!!! *

logo AKTKLGLEMQRLRQRSTNRRLPGLKAEL IKELASGAGDTI
L
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TEDRSDFEAEELAAREF IVDQEQLNKE

NTDB id 406422 GPA07 RS07510 WP 157292287.1 AKKGLMQLRQSRRPGLKALIKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDRDEAEELARFVQELNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! * !*!!! !!! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!

logo RQKI
MVSKTI

MTDEEAI ERMVEEQQTGGLDQSTAIVVAKAGWNPGVVGIVASKLTVDRTFSYRPAIVLGIDEEKTGQI
MAKGSARS IPRGFDNLFEFHS

NTDB id 406422 GPA07 RS07510 WP 157292287.1 RQKIVSTITEEAIRMVEETGGDQSAIVVAKAGWNPGVVGIVASKLTDTFSRPAIVLGIDEETQMAKGSARSIPGFDLFFH 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!! *!*!!! !!! ! !!*!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!! *!!!!!!!!*!! !! *
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YADNENTLTEEDF IP I

VQERVDALVCGKVDEDE ITVEQAS IAEEMVGNMLSPFGML
QN

NTDB id 406422 GPA07 RS07510 WP 157292287.1 LSKCRDILPHFGGHPMAAGMTLQADDVPLLRERLNQYANETLTEEDFIPIQRVDAVCKVDEITVQAIEEVGMLSPFGMQN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!! !*!!! !! !!! ! !!!!!!!!!*! !! !! !**!!! ! !* !!!!!!! !
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NTDB id 406422 GPA07 RS07510 WP 157292287.1 PKPFIMIEDAKLEDIRTIGANQNHIKMSLKDEDKLLDCVGFHQGNLKEELVPGSQISVIGEISINEWNNRKKPQLMLKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!****! ! !!!*! !!!! !*!!*** ! !!!!!!* ! ! ! *!!!! !!**!!*!!!!!!!!!!!!!!*!!!
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NTDB id 406422 GPA07 RS07510 WP 157292287.1 RVDEWQLFDLRGKKDWEKKVSTLDPEKSVVLCFDEETKRQTE.....IPVHV.VDADNVTSFDVHEKYVVFADVPADEHL 634
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus ! !!!!!!!!!!* !! !! !** ! ***! !** ***** *!!!* !* !!** !*! !*!* **

logo LAKLRLLEGNKQAKPAER IYFTI
VFLQNRHKEDHFLMSATFPASRDHQFKWFYYAGFLLKRGASFDPLVKEKHQGMSELAKHKRGWSTKVDETI INFMTKVFFDELGFV

NTDB id 406422 GPA07 RS07510 WP 157292287.1 LKLLLENQKPARIYTVFQRKEDHFMSAFPSRDQFKWFYGFLLKRGSFPLKEQGMELAKHRGWTKDTIIFMTKVFFELGFV 714
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !!! ! !!! *! *!!!!*! !! !!*!!!*!*!!!!!! !**! *! !!!!!*!!* *!! !!!!!!!*!!!!

logo KI ENGVLSTI
VVRSDGAKPKKRDLTADSQSSTYQTAKQQRLMELDQKTLNTYSSAEKELKEWLNKSLMMKSEQDVSEPAVLYESTRRT

NTDB id 406422 GPA07 RS07510 WP 157292287.1 KIENGVLTIVRDAPKKDLTASSSYTAKQRLMELDQTLTYSSAKELKEWLNSMMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!**! !*!*!!! ! *! !!! !!!!!! ! !!!! !!!!!!! *! !* ******
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