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VDGLLMENADKYGNLVPS
NTDB id 406331 GPA00 RS08890 WP 157328409.1 MFMKKYLTVAGVALLSVSLLQGCSNSKSTKQKSNVYSYVYVSDPNTLDYTASGRVTTSSVTTQGIDGLLENDKYGNLVPS 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSST..SGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNT..SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNT..SGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
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NTDB id 406331 GPA00 RS08890 WP 157328409.1 LAKDWKVSADGLTYTYKLRKGVMWYTSDGEEYAEVTANDFVTGLKHAADKKSDALYIVQNSIKGLDDYVSGATKDFSTVG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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logo VKALIDEKDYTVLQYTLNKKQPETPYWNSKTTYGSVLLQSFPVNKEDFLKANKGKDFGSKSVTDPSTS I LYNGPF ILLKSLTSAKSS I EFLDTVKNEHNYWD
NTDB id 406331 GPA00 RS08890 WP 157328409.1 VKALDKYTVQYTLNKPETYWNSKTTYGVLQPVNKDFLKAKGKDFGS.VDPSSILYNGPFILKSLTSKSSIEFDKNENYWD 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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NTDB id 406331 GPA00 RS08890 WP 157328409.1 AKHVKLDGVKLTYFDGSDPESLYKNFEKGNYSCSRLYPTKPGFKKIEKNHKNEINYSLQNQSTYFVVFNLNRKAYDFTSK 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
consensus *!*!**!**! *!*!!!!***!***!**!*! **!**!!*******!!**!**!*!*****!!*****!**!**!****!

logo

N
K
S
TDATSQEKNTSDSTHKEKAI

LLNKDFRQSAVITNFAFINDRKTAYNQSQMNIVNGQKEDAGSAATKLGSALVRSNMLFVPPSKDFVSSADGGDKDTFGDYLVKTDEEKLMGSDSYNGADTEWKSDGV
NTDB id 406331 GPA00 RS08890 WP 157328409.1 NSDTQKNDTHEAILNKDFRQAVTFAFNRTAYNSQNVGQEASTKSLRSMFVPPKFVSSDGKDFGDYVKDELGD.NATWKDV 398
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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NTDB id 406331 GPA00 RS08890 WP 157328409.1 DFSDAKDGLYNVDKAKAAFSKAKSTLQSEGVQFPIHLDFPVDQTSDITTQQANSFKQSVEASLGKDNVVVDIQKESEEDY 478
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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NTDB id 406331 GPA00 RS08890 WP 157328409.1 QRTGYFAESADQKDYDLSQDSGWIPDYDDPSTYLDILNSDTGTSIKNSGIDSSTDEGKEVAQRVGLDQFNKLVTDANNVT 558
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTK..TFMGYDDPNNAAAAQVGLKDYDALLDSAASET 556
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTK..AFMGYDDPNNAAAAQVGLKDYDALLNSAASET 556
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTK..AFMGYDDPNNAAAAQVGLKDYDALLNSAASET 556
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DKNSGSNSDCYFYIKYYVQKLPQDEKPVVTVKKQEYKEKQASLRDEGK
NTDB id 406331 GPA00 RS08890 WP 157328409.1 DDITARYTDYAKAQAWLTDSAIIIPTAS.LGGTPSVSKVVPFSASYSTSGIK..GSDCYKYYQLQDKPVTVKQYKKALDG 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREK 635
NTDB id 324 STU RS16140 WP 011226306.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREK 636
NTDB id 292 STER RS06940 WP 011681419.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREK 636
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NTDB id 406331 GPA00 RS08890 WP 157328409.1 WKKAKDKSNTEYQEKLSEHIEK 657
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 WLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 WLKEKKESNEKAQKDLEKHVK. 657
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