
logo MKKYVIGLMLR I
TLRSLVLS I LFLVVTTALTYGTI IYATLMVPRHRL I FRQDPNYNKMIVATKTADKSRKI

ANYENQTIYSEKRMTLGYI EDYKYDSTKDELSQKE I
KAS

NTDB id 406330 GPA00 RS08885 WP 045797779.1 MKKYVGMRILRSLVSILLVTTLTYGIIYALVPRHLIFRQDPNYNKMVTTADKRINYENQIYSKTGYIEYKDSKDLSKIAS 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
consensus !!!!***!*!!!!*!!**!!*!!!*!!!**!!!*!!!!!!!!!!!***!!!***!!!!*!!***!!!*!*!*!*!***!!
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NTDB id 406330 GPA00 RS08885 WP 045797779.1 TIDSKVTVDNTKKNKKIYQDCVDKLGKGWKLYQFPESKKFYAVREIPLYERVLKFYSNLIVIDHPWKIKDSSNPNLKRYV 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus **!**!!***!!*!!**!!**!!*!!*!!*!*!!**!!*!!!*!**!**!!!**!!**!***!*****!!**!!!!!!!*

logo RFI ENDPAIGPWASLVVGSGTEKHKYL ILYFNGSAQFPFVHQHNI
FVTKMNLGI

TSYPTYAGNEVQPGI
VLQDVINTQGQGKQATQKLSKSEVVKNFPTGKTKVI SS

NTDB id 406330 GPA00 RS08885 WP 045797779.1 RFENDPAIGPALVGSGTEHKYLIYFNGAFPFVHQHIVTMNLGISYPTYANVPILQVINQGQGKAKLKEVKFPTGKTKISS 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGK.KVSS 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
consensus !*!!!!!!!***!!!!!*!!!!*!!! *!!!!!!**!*!!!!*!!!!!!****!*!!*!!!!***** !*!!!!! !*!!

logo VDIYTSRTYKSPKSEQADAMRADVRNSNYFYGKDGNDAPYTATRKS IRYSQDYPSMVSTNSSVARI IAGVL IGVLLVI
LSYLALGALIP I

LGLSLYMALRFKNGTFILFDRSFVSTG
NTDB id 406330 GPA00 RS08885 WP 045797779.1 VDIYTRTYKSPKEADAMAVNNFGKGDAYTATRSIYSDPSMVSNSVRIGVIGVLISYLLGLPIGLLMARFKNGFFDRFSTG 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VDIYSRTYKSPSQADARDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTG 318
NTDB id 293 STER RS06925 WP 011681416.1 VDIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTG 318
NTDB id 325 STU RS16125 WP 002946410.1 VDIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTG 318
consensus !!!!*!!!!!!**!!!******! *!*!!!!*!*!**!!!!**!***!*!!***!!*!**!*!**!! !!!**!!**!!!
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NTDB id 406330 GPA00 RS08885 WP 045797779.1 IVTFLLAVPSIAIIYAIRFIGSAIGLPDAFPTLGAHDWRSYVLPAFILGFLSIPGIVVWFRRYVVDLQNSDFVKFARSKG 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
consensus **!!!!**!*!!**!*!!*!!!*!!!!!*!!*!!!*!!!!!!!!**!!!*!!*!!***!*!!!**!!!**!!!*!!!*!!

logo LSENQE I SKNKHLI FLKQNAMVPS ILVNSGIPEAAS I LVSGTVIVTGATLTETI FAFYPGMGKML IDS IVKRATSNNSAMVVGLVFLI FTSALTS I IFSLLLVG
NTDB id 406330 GPA00 RS08885 WP 045797779.1 LSENEISKKHLFKQAMVPIVNGIPEAILGTIVGATLTETIFAFPGMGKMLIDSIKATNNSMVVGLVFLFTSLSIISLLLG 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVG 478
NTDB id 293 STER RS06925 WP 011681416.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
NTDB id 325 STU RS16125 WP 002946410.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
consensus !!!*!!!*!!* !*!!!**!*!!!**!***!*!!!!!!!!!!*!!!!!!!!!!**!*!!*!!!!!!!*!!*!*!*!!!*!



logo DLI LMVTMI LIDPR IKLSTSKGGKK
NTDB id 406330 GPA00 RS08885 WP 045797779.1 DLLMVILDPRIKLSSKGGKK 500
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DILMTMIDPRIKLTSKGGK. 497
NTDB id 293 STER RS06925 WP 011681416.1 DILMTIIDPRIKLTSKGGK. 497
NTDB id 325 STU RS16125 WP 002946410.1 DILMTIIDPRIKLTSKGGK. 497
consensus !*!!***!!!!!!*!!!!!
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