
logo MEAKS IDKKSQKFEQFVSKLRDSDSFASE I
TIDAPATSYSYWKSVFMKRQFFSKKKSTFTVFVMLAGI L IATI I FLMSFVIYPFMFVSHKCFNDFNDVSNKI

VNDFSKVLR
NTDB id 406329 GPA00 RS08880 WP 021142592.1 MEKIDKKQFEFVSLDSSASEIIDAPTYSYWKSVFKQFFSKKSTFFMLAILIAIIFMSFVYPFFVHCNFNDVSNINDFSKR 80
NTDB id 477 HSISS4 RS06990 WP 021143810.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTTVMLGILIAIILMSFIYPMFSKFDFNDVSKVNDFSVR 80
NTDB id 326 STU RS16120 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
NTDB id 294 STER RS06920 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
consensus !**!!!**!*!!**!**!!!*!!!!*!!!!!!!**!!!*!!!!**!!*!!! !!*!!!*!!*!****!!!!!**!!!!*!

logo YVW
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NTDB id 406329 GPA00 RS08880 WP 021142592.1 YVWPNSQYWFGTDKDGRSLFDCVWYGARNSILISVLATVINMILGVVIGGIWGVSKTVDTIMIEVYNVVSNIPQLLIIMV 160
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFINVVIGLVVGAVWGISKTFDMIMMEIYNIISNIPALLVVIV 160
NTDB id 326 STU RS16120 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
NTDB id 294 STER RS06920 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
consensus !!*!!*!!!!!!!**!*!!!!*!!*!!!!!!!!*!*!!**!***!***!**!!*!!!*!*!!*!*!!**!!!!*!!***!

logo LTYSLGAGFWNMI LFAFMCTI
VTGWIG IAYSTIRVIQI LMRYRDLEYNLASQR I

T
NLGTSPKTFARKIV I

VKNLI LMPQL IVSVIVTMVASQLLPSGYF I S
NTDB id 406329 GPA00 RS08880 WP 021142592.1 LTYSLGAGFWNMILAFCITGWIGIAYSIRVQILRYRDLEYNLASQILGTSKFRIVVKNLLPQLISVIVTMVSQLLPSYIS 240
NTDB id 477 HSISS4 RS06990 WP 021143810.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 326 STU RS16120 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 294 STER RS06920 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
consensus !!!!!!!!!!!!!*!***!!!!!!!!*!!*!!*!!!!!!!!!!!**!!!****!!*!!**!!!*!!!!!!*!!!!!**!!

logo YEAFLSYFGI
LGLP I

V
S
T
V
TPSLGRL I SNDYSASQNLVTTVNAYLFWIPLTVTLVI LVSLPALYF I IVGQNLADASDPRTHR

NTDB id 406329 GPA00 RS08880 WP 021142592.1 YEAFLSYFGIGLPISVPSLGRLISNYSSNLTTNAYLFWIPLTVLVLVSLPLYIIGQNLADASDPRTHR 308
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 326 STU RS16120 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 294 STER RS06920 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
consensus !!!!!!!!!*!!!***!!!!!!!!*!**!*!*!!!!!!!!!!*!*!!!!*!*!*!!!!!!!!!!!!!!
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