
logo MSDNRSTHI
L
D
EEKYKTWDLSTTI

VFATDADADWEETAELYAEESLTDVQSDLEKDKAKSAKFYAKGHL ILDESASKNTLLDGAITELSYLMESLMSRRLEKI
VYVYASMKND

NTDB id 406315 GPA00 RS06035 WP 157327870.1 MSDNRSHIDEKYKWDLSTVFATDDAWEEALAELDSDLEDAKKFKGHLIESSKTLLDITESYLELSRRLEKVYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!**!!! !!!*!*!!!! !! !! ! * !!!**! ! !! !! !* ! !!!!!*!!!!!!!!!

logo QDTTVAGKLYQEFYEQAKASTNTLYASKQLYSEAVFAFYFYEPEFLMAQLDSDQDKDKFLAEKFKVAEEQETPEGLGSALYADHFYFEKRLFLAKNRKQDEHVLSQEKAEEELLAAGA
NTDB id 406315 GPA00 RS06035 WP 157327870.1 QDTTVAKYQEFEAKATTLYAKYSEVFAFYEPELMQLSQDDFAKFVAETPELSAYAHFFEKLFKRQEHVLSQKEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!* !!!* !! !! !!**!!! ! ! ! ! ! ! ! !*!!*! *!!!!! !!!!!*!

logo

G
H
D
E I FGNAGAPGTDETFENI

VLDNADI LVFPVWVLSDDGEQGDNEVVEQLTHGNF I STLLMESKDNRDI
VRKAGAYEAMYAGTYEQFYQHTYAKQTLQGTNVVKVH

NTDB id 406315 GPA00 RS06035 WP 157327870.1 HEIFGAAGETFEILDNADIVFPVVLDDEGNEVQLTHGNFISLLESKNRDVRKAAYEAMYATYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus **!! ** *!! *!!!!!!*!! ! ! ! ! !!!!!!!*!*!!! !!*!!*!!!!!!*!!!!*!!!!! !!! !!!!

logo NFYDQAKRVHRHFYKNSAREHAALASANF IPESVYDSTL ILERSVNAKHLPLLHRYLVDELRKKVLGKLDDELKMYDI
V
H
YTPLSEMTDEMTASFLTYEEASLK

NTDB id 406315 GPA00 RS06035 WP 157327870.1 NFDARVHHFKSAREAALSANFIPESVYDTLIERVNAHLPLLHRYVELRKKVLKLDDLKMYDIHTPLSEMDMSFTYEEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !* !*!*!* !!!*!!! !!!!!!!!!!*!*! !! !!!!!!!!**!!!!!! !!*!!!!!**!!!!! * !!!! !!

logo KAEEVLAS IVFGEKDEYSEKGRVHARAFTERWIDVHPVNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQT
NTDB id 406315 GPA00 RS06035 WP 157327870.1 KAEEVLSVFGKDYSERVHRAFTERWIDVHVNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!!!! *!! *!! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKEVDKDDKATRFAI LNHYLDGFKGTI
VFRQATQFAEFEDHAI IHEKADAQNSGEQI

VLTASDEFY
NTDB id 406315 GPA00 RS06035 WP 157327870.1 QPYVYGDYSIFLAEIASTTNENILTETLLKEVDDDKARFAILNHYLDGFKGTIFRQAQFAEFEDIIHKADQNGEVLTSEY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!*!!! !!!!!!* !! !! ! *!! **

logo

L
MNKS ILYADVLNEKYYGNLKSAKEDNPYE IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLADEKI

VVHGTESDEDI
K
E
N
A
RYLDTYLKAGNSSDYPL

NTDB id 406315 GPA00 RS06035 WP 157327870.1 LNSIYAVLNEKYYGLSKEDNPEIQYEWARIPHFYYNYYVYQYATGFAAASYLADKVVHGTSDDINRYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! *!! !!!!!! ! !!!*!!!*!! !!!!!! !!!!!!!!!!!!!!!!!!*!*!!!! *! !! !!!!! !!!!!



logo

E
NVIKKAGVDMTNSSTDYLDAAFKI

VFEDERLNVELEATLVEKGAVHLS
NTDB id 406315 GPA00 RS06035 WP 157327870.1 NVIKKAGVDMTSSDYLDAAFKIFEERLNELETLVEKGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!!! *!!!!!!!!*!!*!! !!! !!!!! !!*

X non conserved

X similar

X ≥ 50% conserved


