
logo

MI
K
MEEKSAMWIKLQIADEYKVWI LQKDREHNYRKLRTIVFIWWA

V
P
S
I
V
C
I
L
T
A
V
G
T
L
L
V
G
G
L
M
V
L
I
M
V
L
I
A
F
V
G
C
I
G
G
FFAYLWLHMSKQSTPCMSAGQPAHQGKTENQPKSVHMVKKTEATENTVLSYQTNADELQVPTVALAI

L
V
A
STKNSDAFLSVSKTSQSERSSQSLASEATSKDPQSEAPVQTNKSTKVKETEEHSKAGQEASE

NTDB id 613 LCA RS05340 WP 231952379.1 MM..WQDYWQRYRRFWWVPCLVLLG.IIAGGFYWHQSQQKQKVT....QNEQ.LLATSASK........TKPATKKTHQA 64
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLF..VSVIA.VLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASS.QSKTEGS 76
NTDB id 406312 GPA00 RS05965 WP 157327855.1 MIEEMKEKILEHKTV..ASVLGTVLVMLVIFFAWSSM...ESHKAEV.QNDLPALSTNFSTSR....AETSQPKTVTSAS 70
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKII..VICTGLGLLV.GGFFLLKPAPHTPVKETNL.QAEVVAISKDSSTE........KDVKKEEKEE 67
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKPAPQTPVKETNL.QAEVVAVSKDSVSE........KEVKKEEKEE 67
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKPAPQTPVKETNL.QAEVAAVSKDSSTE........KEVKKEEKEE 67
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKPAPQTPVKETNL.QAEVAAVSKDLVSE........KEVNKEEKEE 67
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKPAPQTPVKETNL.QAEVAAVSKDLVSE........KEVNKEEKEE 67
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKPAPQTPVKETNL.QAEVAAVSKDLVSE........KEVNKEEKEE 67
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NTDB id 613 LCA RS05340 WP 231952379.1 ATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQ 144
NTDB id 300 STER RS07485 WP 011681496.1 EKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVL.DQ.... 150
NTDB id 406312 GPA00 RS05965 WP 157327855.1 KTESDKIFVDIKGAVRKEGVYELTSG.SRVTDVVKLAGGFTDDADKKSVNLAEKVADEAVIYVARVGEEVTPASTP.... 145
NTDB id 521 SMSK321 RS04960 WP 000443804.1 PVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTG.... 142
NTDB id 493 SM12261 RS04300 WP 000387351.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAG.... 142
NTDB id 153 SP RS04730 WP 000387344.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.... 142
NTDB id 263 KZH43 RS04195 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.... 142
NTDB id 222 SPD RS04535 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.... 142
NTDB id 188 SPR RS04295 WP 000387330.1 PLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG.... 142
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LGPAGKKRAEQQDVI IADYHRDEENSAHQNGGKFQSKQS IVEDDELQKNKVGSGIGDEPAGKT
NTDB id 613 LCA RS05340 WP 231952379.1 QIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKT 224
NTDB id 300 STER RS07485 WP 011681496.1 ..........TGTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKT 220
NTDB id 406312 GPA00 RS05965 WP 157327855.1 ..........SQAKNTAASGAQQDADSAQINLNTATLEELQTISGIGAKRAQDIIDYRDNNGGFSSVDDLKNVSGIGEKT 215
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..........SGA.......PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..........PGT.......ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKT 205
NTDB id 153 SP RS04730 WP 000387344.1 ..........SGT.......ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..........LGT.......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 222 SPD RS04535 WP 000387330.1 ..........LGT.......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
NTDB id 188 SPR RS04295 WP 000387330.1 ..........LGT.......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKT 205
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NTDB id 613 LCA RS05340 WP 231952379.1 FEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 LDKIRESLYVA 231
NTDB id 406312 GPA00 RS05965 WP 157327855.1 LEKLKAEVTVD 226
NTDB id 521 SMSK321 RS04960 WP 000443804.1 IEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 IEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 IEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 IEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 IEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 IEKLKDYVTVD 216
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