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VRSVLVTVNHNKAEDKEDKGSYNFVAVGSLVS
NTDB id 406310 GPA00 RS05485 WP 033152147.1 MTILNAFKGILKKIGRILYRLKWWILGIVGTAFIIFSLFCPLGYYVEMPGGAYDVRSVLTVNNKADKEDGSYNFVAVGVS 80
NTDB id 360 SMU RS02495 WP 002262039.1 ..............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLS 66
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TYKQALSTLAGHKKNAVSFLDNYEMGVYVLNQVDSKRHNSTFKG
NTDB id 406310 GPA00 RS05485 WP 033152147.1 QATLAQLVYAWLTPHTEITTEAATTGGYSNADYMRINQYYMETSQNTATYQALTLAGKNVSLDYEGVYVLNVDKHSTFKG 160
NTDB id 360 SMU RS02495 WP 002262039.1 KATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKG 146
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LADTVTGVNDGKTFHNSSAKEL IMAKYVASDGLDKLGSDKVSTVQEYTSENGNKKSKETAVKSGKI
V I EKLPSNGKNGIG IGLVDHTEKVSTSDDVDKI
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NTDB id 406310 GPA00 RS05485 WP 033152147.1 LLHLADTVTGVNGKTFNSSAELMAYVADLDLGSDVTVQETSNGKSKEVSGKIIELPNGKNGIGIGLVDHTEVSSDVDVDF 240
NTDB id 360 SMU RS02495 WP 002262039.1 VLNIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEF 226
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logo

E
STNSGFIGGPSAGLMFTLDIYDQLVNVKNEDLRKGR I

KIAGTGTIGNESDGSVGDIGGADGLMKVAVASAADKRAIGNADI
VFFVPNNPVDSEKAETKLKEK

NTDB id 406310 GPA00 RS05485 WP 033152147.1 ETSGFGGPSAGLMFTLDIYDQVNNEDLRKGRKIAGTGTINSDGSVGDIGGAGLKVVSAAKAGADVFFVPNNPVDEETKKE 320
NTDB id 360 SMU RS02495 WP 002262039.1 STNGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKK 306
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logo NPDKAKLTNYQEAKEQAAKDKLDGTDKMKIVPVKTNTVQEAIDYLRKSHTD
NTDB id 406310 GPA00 RS05485 WP 033152147.1 NPDAKTNYQEAKEAAKDLDTDMKIVPVTTVQEAIDYLRSTD 361
NTDB id 360 SMU RS02495 WP 002262039.1 NPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
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