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NTDB id 108 BSU 35470 NP 391427.1 QTLRSKHLLRT)HE FSDEMI..WlIKNGYITAENSISIN 79
NTDB id 615 LCA RS02545 WP 011374200.1 . SIBPQ IKRRJFNE . LlV LTo.. 60
NTDB id 593 KW2 RS05130 WP 021037147.1 . 66
NTDB id 406309 GPAOO RS05315 WP 157327770.1 .. . N 55
NTDB id 277 KZH43 RS10090 WP 000867601.1 VN DYLGRLFTENELT] .. . . .. 55
NTDB id 236 SPD RS10765 WP 000867601.1 VN DYLGRLFTENELT] - . u. .. 55
NTDB id 202 SPR RS10250 WP 000867601.1 55
NTDB id 167 SP RS11275 WP 000867616.1 55
NTDB id 507 SM12261 RS09240 WP 000867722.1 55
NTDB id 535 SMSK321 RS10515 WP 000867726.1 .. . 55
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NTDB id 108 BSU 35470 NP 391427.1 159
NTDB id 615 LCA RS02545 WP 011374200.1 CLLIJ&R VEGDWTV CHLFE-IPKTEHA VVEMNQ KAl WAVTGAGKTEM Q¢ 140
NTDB id 593 KW2 RS05130 WP 021037147.1 Y. WINGESLTRYQEK S LEQ[E oY [FYSALV[AVTGAGKTEMIYQ 144
NTDB id 406309 GPAOO RS05315 WP 157327770.1 QT - KS . LWGQLTP Q-VSEG Ll INHNKINRLVHAVTGAGKTEMI Yz 133
NTDB id 277 KZH43 RS10090 WP 000867601.1 GAYYCRECLLMKRVRSDQ MNVILKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQV 133
NTDB id 236 SPD RS10765 WP 000867601.1 GAYYCRECLLMKRVRSDQ MVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQV 133
NTDB id 202 SPR RS10250 WP 000867601.1 GAYYCRECLLMKRVRSDQ MNVILKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQV 133
NTDB id 167 SP RS11275 WP 000867616.1 GAYYCRECLLMKRVRSDQ MAVLKWRGQLTPFQEKVSEGLLQEVDKQKP LVHAVTGAGKTEMIYQV 133
NTDB id 507 SM12261 RS09240 WP 000867722.1 GYYCRECLLMKRVHSDQ .. 133
NTDB id 535 SMSK321 RS10515 WP 000867726.1 GAYYCRECLLMKRVRSDQULYYFPQEDFEIKQDjR 133
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NTDB id 108 BSU 35470 NP 391427.1 ESA NGVC A TVAPKAAQG.D AIRY[€GSDBKGRLEIZNH 239
NTDB id 615 LCA RS02545 WP 011374200.1 IGRIHVCLA PR JIVCLELY|JRLQIVAF pEITRIL HGE[R EPYIRYTRLV [§ 220
NTDB id 593 KW2 RS05130 WP 021037147.1 VELASPRIDVC ELFIRLERIDF C[nM Ne EYFR PLVVET HQLL FE{ AFDLLI 222
NTDB id 406309 GPAOO RS05315 WP 157327770.1 |FNEESBD(E{e/C\UGW NI RDALARARTIIM S RSP . N EPYRRAPL ATTHQLLKFYQAFDLLI DEVDAFP 211
NTDB id 277 KZH43 RS10090 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQNDEFSC B BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 236 SPD RS10765 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQNDESC B NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 202 SPR RS10250 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQEDEFSC BB BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 167 SP RS11275 WP 000867616.1 . ASEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 507 SM12261 RS09240 WP 000867722.1 VAKVINAGGAVCLASPRIDVCLELYKRLQI{DF Cj¥8 BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP 211
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VAKVINAGGAVCLASPRIDVCLELYKRLQNDE Cjoi BSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP 211
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YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL

YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL
YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL
YVDNPMLYHAVKNSVKENGLRIFLTATSTINELDKKVR GELKRLWNLPRRFHGNPLIIPKP WLSDFNRYL
YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD KVR GELKRLBJLPRRFHGNPLIIPKP WLSDFN QL
YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD KVR GELKRLSLPRRFHGNPLIIPKP WLSDFNRYL
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FIEQRKTG PLLIFY EIMAG PIFAIGYLQEIMFPIMEK  FV STTKSRKTIV AFRKK ILI T ILERGVTFEE D
LL LQQRKMGYPLLIFIFIT)ANGIRAY Ul LQEFPWEKIGFVSSWTEDRLEMV [{FRESYE TIL STTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKTGYPLLIFASEIKKGEQLIEI QEQFPNEKIGFVSS TE RLEQVQAFRDRELTILISTTILERGVTFPCVD
SYIEKQRKTGYPLLIFASEIKKGEQLIMEILQY FPEIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
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463
445
430
432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQNIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSTKKATKEIQNIMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQNIMNKEAGL 432
432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQMNKEAGL 432
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