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VT Ve EVDELVELCLLACOTT N LTSl oA

MLK EN TGGYWNIPVLK FEVWWDGELVGLIGLNGAGKSTTINEIIGLLTPYWNGQIgy DGLT [} [NABYRIMKIG IP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

OB A AR 0 | S

ETPSLYEELTLREHLETVEIMAYDNL |39\ MARAJSIMLKLFRLE KLDWFPM FSKGMKQKVMIICAF VNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMJRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF

0P AL gL LAeckA el L STAVLDSAEE R e yndocraek RaTF cesLIDIY oL

LGLDPLAISDLy LLA EKAKGKAILMSTHVLD AEKMCDRFVILHHGQVIIAMGNLINELR TFG[ BASLNDIYp¥ILTK)N
LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTL ELRQTFGD SASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKARNGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDSSASLNDIYMQLTKG
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X non conserved
B similar
>50% conserved
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