
logo MKKYEHI I FYHKI
KLEEKDI LTKSGHVYQSAMGDYLPPTEMNELCSQTQTYAHSVSRDTVRKALQSLLATEKAGRFL IKKTI

V
H
QGRSGSQI

V IKRERTIDNFPVSKQLT
NTDB id 406285 GPA00 RS02685 WP 074450871.1 MKKYEHIYHILEKDITSGVYSAGDYLPTENELCTQYHVSRDTVRKALSLLAEARLIKKIHGSGSQVIKRETIDFPVSKLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!!!*!** !! !! !*! !!!!!*! !!* !* !!!!!!!!! !! ! !! **! !!!*!!!! ! !!!! !!

logo SYKQELVDKNQFLGQI
MNSVKTNVIAS IDKL IVDEKLATAKLTGFESKNKNGSLVWR I
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I
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L
I
VPHNMTRE IAEHKS IY

NTDB id 406285 GPA00 RS02685 WP 074450871.1 SYKELVDNFGINSKTNVISIDKLIVDEKLAALTGFSKNSLVWRVIRQRVVDGTASVIDIDYLDKKIVPNMTREIAEKSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !! !!! * *! !!!!! !!!!!!!!!! !!!! !!!!* !!!!*!! !!**! !!!!! **!*!!!!!!!*!!!

logo DYLENQLHKLDS IAYAQKEI IT IDQLVNSDQKRDKI
LLLDI

L
D
G
A
SEHNHVVS IVKSKVYLASNNQQQFQFTESRHKLEKFRFVDFARTRHKNRDLLPT

NTDB id 406285 GPA00 RS02685 WP 074450871.1 DYLENQLHLSIAYAQKEITIDQLNDRDKLLLDIGAEHHVVSIKSKVYLANNQQFQFTESRHKLEKFRFVDFATRKNLLPT 240
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD... 237
consensus !!!!!!!*! !!!!!! !!!!!* *!!*!!!* !*!!!!*!!!!!! !*!!!!!!!!!!!!!!!!!!!!! !* ***

logo

KH
NTDB id 406285 GPA00 RS02685 WP 074450871.1 KH 242
NTDB id 440 SMU RS09330 WP 002273717.1 .. 237
consensus **
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X ≥ 50% conserved


