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NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 406244 GO596 RS04375 WP 157339273.1 MINNVVLVGRMTRDAELRYTPSNQAVATFTLAVNRNFKNQNGEREADFINCVIWRQQAENLANWAKKGTLIGVTGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 HYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGASDL........................................ 119
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDG 160
NTDB id 406244 GO596 RS04375 WP 157339273.1 NYENQQGQRVYVTEIVADSFQILESRATREGQSGGSYNGGFNNNSSFSGSS.NGGFSSQP.SQQTPN.FGRDESPF.GNS 156
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN.GSQ.QSGFTSPQQTGNAPAANNTQADPFANNG 158
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 TDLVLEEEELPF 131
NTDB id 113 BSU 40900 NP 391970.1 KPIDISDDDLPF 172
NTDB id 406244 GO596 RS04375 WP 157339273.1 NPMDISDDDLPF 168
NTDB id 624 LCA RS00040 WP 011373726.1 QAIDISDDDLPF 170
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