
logo

MKKVNF
M
N
P
M
N
K
N
T
V
H
S
K
L
S
K
H
N
T
P
FFYLKKGITWLF IKQVPLFL ILSVVLI FLVLVITGSF IFLGSGVAI

A
L
S
GTSWLFGLTSFI LSNTNWYQFIMLASTTGQI

P
K
H
S
I
T
S
A
E
N
V
K
S
T
N
S
T
V
N
F
N
S

G
SN
S
Q
S
N
G
K
T
N
T
K
N
A
T
STVTIVSTKNTQVTI

S
AYDSKTNKSESNDNSTTEKQAVDKSNNKVQKNDTAV

NTDB id 425 SGO RS10525 WP 012131081.1 ......MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNN.NQKTATTVTTSYKNSNSTTEAVDKVKDAV 73
NTDB id 539 SM12261 RS09395 WP 000681587.1 ......MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST..SNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 256 KZH43 RS10270 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 215 SPD RS10945 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 181 SPR RS10425 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 145 SP RS11450 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 406232 GO596 RS03190 WP 157339187.1 MKKVNFPKVKS...KKILKPLSVILIGFIGGVAGTLLILNMAGISINNVSGSSTKTTTSKVSYSNSNDTTKAVSKVQDAV 77
NTDB id 381 SMU RS09890 WP 002262650.1 .....MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITG...NKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTV 72
consensus *********!******!****!**!*************** ** *****!*****!*****!!*!!**!***!

logo VSVINTYQSEKSASTNDNTRNSQDSNNYDYLNYADAQS ILVFDGDNSAGNSQSENKNDSNDKSTGSDDENTEDDGNSDLQGNQRVIAYSGSEGSGVIYRKKDNKGDNDKYSEAYVLIVTNTNHVVIDKNDGAKESQKLVEDIMRMLASNDGKNTKVVPG
NTDB id 425 SGO RS10525 WP 012131081.1 VSVITYSESNSD.....AIFD.....NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPG 143
NTDB id 539 SM12261 RS09395 WP 000681587.1 VSVITYSANRQN.....SVFG.....NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
NTDB id 256 KZH43 RS10270 WP 000681597.1 VSVITYSANRQN.....SVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
NTDB id 215 SPD RS10945 WP 000681597.1 VSVITYSANRQN.....SVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
NTDB id 181 SPR RS10425 WP 000681597.1 VSVITYSANRQN.....SVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
NTDB id 145 SP RS11450 WP 000681597.1 VSVITYSANRQN.....SVFG.....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
NTDB id 406232 GO596 RS03190 WP 157339187.1 VSVINYQSNTSSNDLYAQLFGDNANSNNSTSDDDLNISSEGSGVIYKKDGNSAYVVTNNHVVDGAEQLEIMLSDGTKVVG 157
NTDB id 381 SMU RS09890 WP 002262650.1 VSVINYQKTDNSYYNYD.....SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVG 147
consensus !!!!*!****** **** ********* ***!!!!!!!*!****!!*!!!*!!***!****!****!*!!*!

logo

K
ELIVGSTADTYFSDLI SAVI

V
R
KIAPSASKDEYKVKSTNTVAEFAGNDSADSKI

L
K
TVGEPTAIA IGSPLGTSDEYANSTVTEQGIVSSLSNRTNVTSMSLQRTKNSDENDGEQTAIASTQNKA

NTDB id 425 SGO RS10525 WP 012131081.1 EIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQA 223
NTDB id 539 SM12261 RS09395 WP 000681587.1 EIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKA 222
NTDB id 256 KZH43 RS10270 WP 000681597.1 EIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKA 222
NTDB id 215 SPD RS10945 WP 000681597.1 EIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKA 222
NTDB id 181 SPR RS10425 WP 000681597.1 EIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKA 222
NTDB id 145 SP RS11450 WP 000681597.1 EIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKA 222
NTDB id 406232 GO596 RS03190 WP 157339187.1 ELVGADTYSDIAVVKIASDKVSTVAEFADSAKITVGETAIAIGSPLGTDYANSVTQGIVSSLSRTVTMTNDDGETISTNA 237
NTDB id 381 SMU RS09890 WP 002262650.1 KLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNA 227
consensus **!!*!!*!!**!**!****!**!!!!**!*!**!!!*!!!!!!!!!**!!!*!!*!!!!!!*!*!******!**!*!*!

logo IQTDATAINPGNSGGAPLVINI EKQGQVIG INTSSKI SANSTSTNNSSNSGSGEVTASVEGMLGFAIPSANDVAVIKSNI INEQLEEKNGEKVVITRPALGI STQMAVNL
NTDB id 425 SGO RS10525 WP 012131081.1 IQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNL 301
NTDB id 539 SM12261 RS09395 WP 000681587.1 IQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNL 298
NTDB id 256 KZH43 RS10270 WP 000681597.1 IQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNL 298
NTDB id 215 SPD RS10945 WP 000681597.1 IQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNL 298
NTDB id 181 SPR RS10425 WP 000681597.1 IQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNL 298
NTDB id 145 SP RS11450 WP 000681597.1 IQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNL 298
NTDB id 406232 GO596 RS03190 WP 157339187.1 IQTDAAINPGNSGGALINIEGQVIGINSSKISST..SSSGESVEGMGFAIPSNDVVKIINQLEENGKVIRPALGITMANL 315
NTDB id 381 SMU RS09890 WP 002262650.1 IQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANL 307
consensus !!!!*!!!!!!!!!*!*!!*!!!!!!*!!!!** *****!!!*!!!!!*!!***!!*!!!*!!*!*!!!!!!*!*!!



logo SDESNAILVNSSTVSGSDRSI SDRHTRLKNLIPDTSDSNVKTGNSGI
V I
VVALRSTVQTSGNMPAEDNGTKHLKERKYDVITAEKI

VDGDETKKEVINSASAISSTDI
LQS IALYGKNHKSKTINGEDEKSTVIKLVITFYYRDEGNKTGDTKKEKQE

NTDB id 425 SGO RS10525 WP 012131081.1 SSLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQ 381
NTDB id 539 SM12261 RS09395 WP 000681587.1 SNINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEE 378
NTDB id 256 KZH43 RS10270 WP 000681597.1 SNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEE 378
NTDB id 215 SPD RS10945 WP 000681597.1 SNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEE 378
NTDB id 181 SPR RS10425 WP 000681597.1 SNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEE 378
NTDB id 145 SP RS11450 WP 000681597.1 SNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEE 378
NTDB id 406232 GO596 RS03190 WP 157339187.1 SDLSTVSISHLNIPTSVTGGVVVASVQSGMPAEGTLERYDVITAIDDEEVNSITDLQSILYGHSTGDSVKVTFYRGTTKK 395
NTDB id 381 SMU RS09890 WP 002262650.1 SEASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQ 387
consensus !*********!**!**!**!**!*!*!**!!!*!*!**!!!!!**!*****!**!*!!*!!*!******!*!*!!*****

logo TEVTETS IQKLDTNKTSTSDQGDLNSEHSESSNSSNQNQ
NTDB id 425 SGO RS10525 WP 012131081.1 TTTIKLTKSTDDLSSE........ 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 TTSIKLDKSSGDLES......... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 TTSIKLNKSSGDLES......... 393
NTDB id 215 SPD RS10945 WP 000681597.1 TTSIKLNKSSGDLES......... 393
NTDB id 181 SPR RS10425 WP 000681597.1 TTSIKLNKSSGDLES......... 393
NTDB id 145 SP RS11450 WP 000681597.1 TTSIKLNKSSGDLES......... 393
NTDB id 406232 GO596 RS03190 WP 157339187.1 TETIKLTKTTQDLSSSSNSSNQNQ 419
NTDB id 381 SMU RS09890 WP 002262650.1 TVEIQLTKTSQDLNH......... 402
consensus !**!*! !***!!**

X non conserved

X similar

X ≥ 50% conserved


