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NTDB id 105 BSU 25590 NP 390437.1 MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAVPTETENTVVKQEANNDESNETIVIDIKGAVQHPGVYEMRT 80
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIR..HFFTFFWATLLTLFSMQIVF...................................................... 24
NTDB id 40622 UMN179 RS07980 WP 013746361.1 MKLK..HLFALTFGSLAL.............................................................. 16
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFG.LFS.............................................................. 17
NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGALVV.............................................................. 16
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NTDB id 105 BSU 25590 NP 390437.1 GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDGGKGALVNINTATLEELQ.GISG 159
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..........AQGFDQQYDAWKTQ..QKAHDTRLNS.......SAS.HHSLSKPTQQSGTGVKVNINSATAKELQ.QLHG 83
NTDB id 40622 UMN179 RS07980 WP 013746361.1 ..........LS....GSVAVAE.....SA.............NPP.PATETAQLQQAAQSDKVNLNTATAEQLQKGLVG 63
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..........ATTFAEEKVTTST.....EH.............TPV.VMQQ.VAATQKVNANVVNINTATASEIQDKLVG 67
NTDB id 1362 HI 1008 AAC22669.1 ..........SSSFAEEKATXQT.....AQ.............SVV.TTQAEAQVAPAVVSDKLNINTATASEIQKSLTG 67
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NTDB id 105 BSU 25590 NP 390437.1 VGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 1014 ACIAD RS13855 WP 004924483.1 VGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 40622 UMN179 RS07980 WP 013746361.1 IGAKKAQAIVEYREQHGPFVSVEQITEVKGIGSAIFEKNKDRLAIE 109
NTDB id 1382 A4U84 RS07375 WP 062924234.1 IGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 IGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
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X non conserved

X similar

X ≥ 50% conserved


