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NTDB id 613 LCA RS05340 WP 231952379.1 MM..WQDYWQRYRRFWWVPCLVLLG.IIAGGFYWHQSQQKQKVTQNEQ.....LLATSASKTK.......PATKKTHQAA 65
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLF..VSVIA.VLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSE 77
NTDB id 406206 GO596 RS00080 WP 157338998.1 MIEEMKEKILEHKTV..ASVLGTVLVMLVMFFAWSSMESHKAEVQNDLPALRTSFSASSGETS.......QPKTVTSASK 71
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APHTPVKETNLQAEVVAISKDSSTEK.......DVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKETNLQAEVVAVSKDSVSEK.......EVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKETNLQAEVAAVSKDSSTEK.......EVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKETNLQAEVAAVSKDLVSEK.......EVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKETNLQAEVAAVSKDLVSEK.......EVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYKII..VICTGLGLLV.GGFFLLKP.APQTPVKETNLQAEVAAVSKDLVSEK.......EVNKEEKEEP 68
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NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQ 145
NTDB id 300 STER RS07485 WP 011681496.1 KVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLD.QT.... 151
NTDB id 406206 GO596 RS00080 WP 157338998.1 TESDKIFVDIKGAVRKEGVYELTSG.SRVTDVVKLAGGFTDDADKKSVNLAEKVADEAVIYVARVGEEITPASTPS.... 146
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGS.... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGP.... 143
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGS.... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL.... 143
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL.... 143
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL.... 143
consensus *******!!*!!!!***!*!***** *!*******!!!*!**!!*!**!!!****!****!*****!** *****

logo

IATTSERTQEQ
G
T
A
G
K
S

N
Q
T

G
T
V

A
S
T

A
D
S

A
K
S

A
N
G
T
G
P
A
Q
S
A
Q
S
D
V
I
T
A
SDKSTDEGAKQKI

V
D
NLNQTKADTSSLTEQELQKTQLIVNSKGI

LGPAGKKRAEQQDVI IADYHRDEENSAHQNGGKFQSKQS IVEDDELQKNKVGSGIGDEPAGKTFLI
NTDB id 613 LCA RS05340 WP 231952379.1 IATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTF 225
NTDB id 300 STER RS07485 WP 011681496.1 ..........GTGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTL 221
NTDB id 406206 GO596 RS00080 WP 157338998.1 ..........QAKNTAASGAQQDADSAQINLNTATLEELQTISGIGAKRAQDIIDYRDNNGGFSSVDDLKNVSGIGEKTL 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..........G.......APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..........G.......TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 153 SP RS04730 WP 000387344.1 ..........G.......TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..........G.......TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 222 SPD RS04535 WP 000387330.1 ..........G.......TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 188 SPR RS04295 WP 000387330.1 ..........G.......TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
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NTDB id 613 LCA RS05340 WP 231952379.1 EQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 DKIRESLYVA 231
NTDB id 406206 GO596 RS00080 WP 157338998.1 EKLKAEVTVD 226
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 EKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EKLKDYVTVD 216
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