
logo MKKYVI FLNLR I
TLRSLVLS I FLVVTTALSTYATIVI FYSTLMVPRKRL I FKRQDPNYTNKIAVKTHADKSKVADNYENTVIYERLMGYIDYLYNDTKELVQNEGKSAKS

NTDB id 406196 GO995 RS08775 WP 157629424.1 MKKYVFNRILRSLVSIFLVTTLSYAIVFSLVPRKLIFKQDPNYTKIAVTHDKKVDYENTVYERMGYIDYLNTKELVNGSK 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
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NTDB id 406196 GO995 RS08775 WP 157629424.1 KIDKSVTDKGTVADKQLYQNYLDSISGKWKLEKFDSG.KYFATREIPIYERLWKFYSNLIVIDHPWKINDQENPKLERYV 159
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
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NTDB id 406196 GO995 RS08775 WP 157629424.1 RFENDPAVGPALVGSGTQHKYLIYFNSKFPFIHQNIITFNLGISYPSFANIPVLQVITQGQGKTLAQEVTFPTGVTKVSS 239
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGK.KVSS 239
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
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NTDB id 406196 GO995 RS08775 WP 157629424.1 VDIYTRSYKSPSKADARDIANYGKGDAYTATQNNYTEPSMISNSLKAGIVGILIAYALGLPIGLLMARYKDGIFDRFSTA 319
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VDIYSRTYKSPSQADARDRSYYGD.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTG 318
NTDB id 325 STU RS16125 WP 002946410.1 VDIYSRTYKSPSQADARDRSYYGN.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTG 318
NTDB id 293 STER RS06925 WP 011681416.1 VDIYSRTYKSPSQADARDRSYYGN.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTG 318
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NTDB id 406196 GO995 RS08775 WP 157629424.1 TVTFMLAMPSIATIYVIRFIGANVFGLPDTFPLLGAGDIRSYVMPAIILGILSTPGIVVWFRRYLVDLQGSDFVRFARAK 399
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILTFLLSLPTIALVYIIRLIGSE.IGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAK 397
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSE.IGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAK 397
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSE.IGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAK 397
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logo GLSETQE ICSQNDKHLI FLKHNAMVPS ILVNSGIPGAAS IVSGTVIATGATLTEKTI FAFYPGMGKML IDAS IVARSAASNNTAMVI
VGLVF I FATVALATS I FASLLV

NTDB id 406196 GO995 RS08775 WP 157629424.1 GLSETEICQDHLFKHAMVPIVNGIPGAIVGTIAGATLTEKIFAFPGMGKMLIDAIASANNTMVIGLVFIFAVLAIFALLV 479
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GLSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLV 477
NTDB id 325 STU RS16125 WP 002946410.1 GLSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLV 477
NTDB id 293 STER RS06925 WP 011681416.1 GLSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLV 477
consensus !!!!*!!***!* !*!!!**!*!!!**!!**!*!!!!!!*!!!*!!!!!!!!!*****!!*!!*!!!!!!**!*!!*!!!



logo GDI LMTMVI LIDPR IKLSTSKGGK
NTDB id 406196 GO995 RS08775 WP 157629424.1 GDILMTVLDPRIKLSSKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GDILMTMIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 GDILMTIIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 GDILMTIIDPRIKLTSKGGK 497
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