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NTDB id 544 H702 RS02380 WP 039696235.1 MIEIVVFIITMLLNFVGFVIVGILFQQITKVKLTFLEWVLIIIFLQAVSFFMNPQKYSMVALVLMKDISVIFCLLSVSFH 80
NTDB id 406190 GO995 RS08505 WP 238385870.1 .....................MTIFANVRGEKLNLLEIITI.....SLSFFIIDIIWCPTA......IVRILILYLISYL 48
NTDB id 541 H702 RS10470 WP 236726575.1 ................................................................................ 0
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NTDB id 544 H702 RS02380 WP 039696235.1 HNPKIGIRYHIFYALYPINLYMILHEVYCYIIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIF.YYLISKWLNIDIS 159
NTDB id 406190 GO995 RS08505 WP 238385870.1 NRRDLPRSLHIFNGSFPWVIDSIIIRTIGFFILPIFGLDYIDVSK.....NNLLYVI..VQFSVLLVYLLSTKLSKIDFQ 121
NTDB id 541 H702 RS10470 WP 236726575.1 ................................................................................ 0
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NTDB id 544 H702 RS02380 WP 039696235.1 NVRKTLKNYLSARALRFVNVLLLLFYPGMECFGAIAPFEKMSMNRNIYR.AVIFIYFILLFIFLFYLNFRHGQEQKNELL 238
NTDB id 406190 GO995 RS08505 WP 238385870.1 TFIEISEIKSLRKKLVFTDVTMIFYYIAIECLTSAEAEFGGLIPTLIYRQWLVFLYFIFFILMMVYINRSHQGWLEKEIA 201
NTDB id 541 H702 RS10470 WP 236726575.1 ..................................................................MNRSYQNRLEKEIA 14
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NTDB id 544 H702 RS02380 WP 039696235.1 RNQEMELAALENYSKHVESLYQEVRSFRHDYANILMSLKVGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITD 318
NTDB id 406190 GO995 RS08505 WP 238385870.1 SAREQELKSLSIYSKKVEGLYEELRAFRHDYANILVSLKEGIDQDDMGIVRKIYESVLEDSSDFIQSSKFNISRLANIKD 281
NTDB id 541 H702 RS10470 WP 236726575.1 SAREQELRYLSAYSKKVEGLYEELRAFRHDYANILVSLKEGIDQDDMGLVRKIYDSVLEDSADFIRNSKFNIGRLVNIDD 94
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NTDB id 544 H702 RS02380 WP 039696235.1 SGVKSLMSAKFLQAENQGITISLEVAEEMGTPKIPLISYIRILSILFDNAIEAALESAEPRISVANFYQDDEFVFMIENS 398
NTDB id 406190 GO995 RS08505 WP 238385870.1 DAIKSLLSAKFLEAEANHIEVNLEVKDKIGVPDIPLLDYIRLLAILCDNAIEAALEAENPAITIACFFQDDDYVLIVDNT 361
NTDB id 541 H702 RS10470 WP 236726575.1 DAIKSLLSAKFLEAEASNIEVDLEVKDKIGAPNIPLLDYIRLLAILCDNAIEAALEAKKPAITIACFYQDDDYVLIVDNT 174
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NTDB id 544 H702 RS02380 WP 039696235.1 TKEKSVDLGKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETRSLDYKFTQVVRIYEA...... 458
NTDB id 406190 GO995 RS08505 WP 238385870.1 TKEESVPVNLIYQKDYSSKGHGRGIGLTTIHQMMRKYSNLSVQTNSKNYHFCQTIRIKKAFD.... 423
NTDB id 541 H702 RS10470 WP 236726575.1 TKEESVPVNLIYQKDYSSKGYGRGIGLTTIHQMMRKYSNLSVQTNSKNYHFSQTIRIKNHSTKIVE 240
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