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NTDB id 54 SMU RS08705 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFS.....ISNFLIMIAVTMVNVNLFYPAEP.LYFIALSIY 74
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NTDB id 544 H702 RS02380 WP 039696235.1 MIEIVVFIITMLLNFVGFVIVGILFQQITKVKLTFLEWVLIIIFLQAVSFFMNPQKYSMVALVLMKDISVIFCLLSVSFH 80
NTDB id 406188 GO995 RS08480 WP 238385869.1 ................................................................................ 0
NTDB id 543 H702 RS02375 WP 160172984.1 ................................................................................ 0
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NTDB id 54 SMU RS08705 WP 002262113.1 LNRQNSLSLNIFYGLLPVASSDLFRRAIIFFILDG....TQGIVMGSSIITTY....MIEFAGIALSYLFLSVFNVDIGR 146
NTDB id 541 H702 RS10470 WP 236726575.1 ................................................................................ 0
NTDB id 544 H702 RS02380 WP 039696235.1 HNPKIGIRYHIFYALYPINLYMILHEVYCYIIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIFYYLISKWLNIDISN 160
NTDB id 406188 GO995 RS08480 WP 238385869.1 .................................................................MYYLVSRWLNIDISN 15
NTDB id 543 H702 RS02375 WP 160172984.1 .................................................................MYYLVSRWLNIDISN 15
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NTDB id 54 SMU RS08705 WP 002262113.1 LKDSLTKMKVKKRLIPMNITMLLYYLLIQVLYVIESYNVIP.TLKFRKFVVIVYLILFLILISFLSQYTKQKVQNEIMAQ 225
NTDB id 541 H702 RS10470 WP 236726575.1 ................................................................MNRSYQNRLEKEIASA 16
NTDB id 544 H702 RS02380 WP 039696235.1 VRKTLKNYLSARALRFVNVLLLLFYPGMECFGAIAPFEKMSMNRNIYRAVIFIYFILLFIFLFYLNFRHGQEQKNELLRN 240
NTDB id 406188 GO995 RS08480 WP 238385869.1 VSQSLKKHIEPKIFNIINILMVSYFLFMDAIAIVKPFHNAD.NDAIRGIVAFIYLILLFVFLFYLNFRHGQEQKNELLRN 94
NTDB id 543 H702 RS02375 WP 160172984.1 VSQSLKKHIEPKIFNIINILMVSYFLFMDAIAIVKPFHNAD.NDAIRGIVAFIYLILLFVFLFYLNFRHGQEQKNELLRN 94
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NTDB id 54 SMU RS08705 WP 002262113.1 KEAQIRNITQYSQQIESLYKDIRSFRHDYLNILTSLRLGIENKDLASIEKIYHQILEKTGHQLQDTRYNIGHLANIQNDA 305
NTDB id 541 H702 RS10470 WP 236726575.1 REQELRYLSAYSKKVEGLYEELRAFRHDYANILVSLKEGIDQDDMGLVRKIYDSVLEDSADFIRNSKFNIGRLVNIDDDA 96
NTDB id 544 H702 RS02380 WP 039696235.1 QEMELAALENYSKHVESLYQEVRSFRHDYANILMSLKVGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSG 320
NTDB id 406188 GO995 RS08480 WP 238385869.1 QEMELAALENYSKHVESLYQEVRSFRHDYANILMSLKVGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSG 174
NTDB id 543 H702 RS02375 WP 160172984.1 QEMELAALANYSKHVESLYEEVRSFRHDYANVLMSLKMGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITDSG 174
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NTDB id 54 SMU RS08705 WP 002262113.1 VKGILSAKILEAQNKKIAVNVEVSSKIQLPEMELLDFITILSILCDNAIEAAFESLNPEIQLAFFKKNGSIVFIIQNSTK 385
NTDB id 541 H702 RS10470 WP 236726575.1 IKSLLSAKFLEAEASNIEVDLEVKDKIGAPNIPLLDYIRLLAILCDNAIEAALEAKKPAITIACFYQDDDYVLIVDNTTK 176
NTDB id 544 H702 RS02380 WP 039696235.1 VKSLMSAKFLQAENQGITISLEVAEEMGTPKIPLISYIRILSILFDNAIEAALESAEPRISVANFYQDDEFVFMIENSTK 400
NTDB id 406188 GO995 RS08480 WP 238385869.1 VKSLMSAKFLQAENQGIAISLEVAEKMGNPSIPLISYIRILSILFDNAIEAALESAEPRISVANFYQDGDFVFMIENSTK 254
NTDB id 543 H702 RS02375 WP 160172984.1 VKSLMSAKFLHAENQGIENSLEVSEKMGTPSIPLISYIRILSILFDNAIEGALESAEPKISVANFYQDGDFVFMIENSSK 254
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NTDB id 54 SMU RS08705 WP 002262113.1 EKQIDVSKIFKENYSTKGSNRGIGLAKVNHILEHYPKTSLQTSNHHHLFKQLLIIK........ 441
NTDB id 541 H702 RS10470 WP 236726575.1 EESVPVNLIYQKDYSSKGYGRGIGLTTIHQMMRKYSNLSVQTNSKNYHFSQTIRIKNHSTKIVE 240
NTDB id 544 H702 RS02380 WP 039696235.1 EKSVDLGKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETRSLDYKFTQVVRIYEA...... 458
NTDB id 406188 GO995 RS08480 WP 238385869.1 EKSVDLTKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETHSSDYTFTQVVRIV........ 310
NTDB id 543 H702 RS02375 WP 160172984.1 EKSVDLGKIFERGYSTRGENRGLGLATLMDFQDDYENLSVETHSSDYTFTQVVRIYEGDSR... 315
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