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NTDB id 85 BSU 00860 NP 387967.1 KDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENIL 506
NTDB id 610 V4T04 RS10165 WP 012897346.1 LSEAVIKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKEL 515
NTDB id 290 KZH43 RS10025 WP 001109677.1 ADKALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAEL 510
NTDB id 289 SPD RS10700 WP 001109677.1 ADKALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAEL 510
NTDB id 287 SP RS11210 WP 001109712.1 ADKALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAEL 510
NTDB id 377 SMU RS09275 WP 002262344.1 LDHALITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLEREL 513
NTDB id 329 STU RS10020 WP 011225298.1 LDEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESEL 516
NTDB id 297 STER RS00545 WP 011680614.1 LDEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESEL 516
NTDB id 406169 GO995 RS05490 WP 157629090.1 QEAAAAKEDYEAALNAKVRIEELQKQIDNH.......TEDKKVTATVNDVAESVERLTGVPVSNMGASDIERLKELASRL 415
NTDB id 601 KW2 RS02615 WP 021036805.1 KNEATKAEDFEKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDL 442
NTDB id 378 SMU RS02690 WP 002263569.1 KAQATRDEDYEKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDL 449
NTDB id 241 SP RS04015 WP 000882523.1 KSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDL 448
NTDB id 281 KZH43 RS03550 WP 000882517.1 KSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDL 448
NTDB id 245 SPD RS03860 WP 000882517.1 KSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDL 448
NTDB id 243 SPR RS03635 WP 000882517.1 KSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDL 448
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NTDB id 85 BSU 00860 NP 387967.1 HSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRL 586
NTDB id 610 V4T04 RS10165 WP 012897346.1 HKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRL 595
NTDB id 290 KZH43 RS10025 WP 001109677.1 HKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRL 590
NTDB id 289 SPD RS10700 WP 001109677.1 HKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRL 590
NTDB id 287 SP RS11210 WP 001109712.1 HKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRL 590
NTDB id 377 SMU RS09275 WP 002262344.1 HKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRL 593
NTDB id 329 STU RS10020 WP 011225298.1 HKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRL 596
NTDB id 297 STER RS00545 WP 011680614.1 HKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRL 596
NTDB id 406169 GO995 RS05490 WP 157629090.1 KGKVIGQDEAVDAVARAIRRNRAGFDEGNRPIGSFLFVGPTGVGKTELAKQLALDMFGSKDAIIRLDMSEYSDRTAVSKL 495
NTDB id 601 KW2 RS02615 WP 021036805.1 KAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKL 522
NTDB id 378 SMU RS02690 WP 002263569.1 KTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKL 529
NTDB id 241 SP RS04015 WP 000882523.1 KSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKL 528
NTDB id 281 KZH43 RS03550 WP 000882517.1 KSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKL 528
NTDB id 245 SPD RS03860 WP 000882517.1 KSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKL 528
NTDB id 243 SPR RS03635 WP 000882517.1 KSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKL 528
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NTDB id 85 BSU 00860 NP 387967.1 VGSPPGYVGYDEG.GQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASEL 665
NTDB id 610 V4T04 RS10165 WP 012897346.1 IGAPPGYVGYDEG.GQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATAL 674
NTDB id 290 KZH43 RS10025 WP 001109677.1 NGAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATAL 669
NTDB id 289 SPD RS10700 WP 001109677.1 NGAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATAL 669
NTDB id 287 SP RS11210 WP 001109712.1 NGAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATAL 669
NTDB id 377 SMU RS09275 WP 002262344.1 NGAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATAL 672
NTDB id 329 STU RS10020 WP 011225298.1 NGAPPGYVGYDEG.GELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATAL 675
NTDB id 297 STER RS00545 WP 011680614.1 NGAPPGYVGYDEG.GELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATAL 675
NTDB id 406169 GO995 RS05490 WP 157629090.1 IGTTAGYVGYDDNNNTLTERVRRNPYSIVLLDEIEKADPQVITLLLQVLDDGRLTDGQGNTINFKNTVIIATSNAGFGN. 574
NTDB id 601 KW2 RS02615 WP 021036805.1 IGAPPGYVGYEEA.GQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK. 600
NTDB id 378 SMU RS02690 WP 002263569.1 VGAPPGYVGYEEA.GQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK. 607
NTDB id 241 SP RS04015 WP 000882523.1 VGAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK. 606
NTDB id 281 KZH43 RS03550 WP 000882517.1 VGAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK. 606
NTDB id 245 SPD RS03860 WP 000882517.1 VGAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK. 606
NTDB id 243 SPR RS03635 WP 000882517.1 VGAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK. 606
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