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NTDB id 406159 GO995 RS02715 WP 074563228.1 MTILNAFKGILKKLGRILYRFKWWILGVVGTVFLIFSLFYPLDYYVEMPGGAYDVRSVLTVNNKTDKDEGSYNFVAVTVS 80
NTDB id 360 SMU RS02495 WP 002262039.1 ..............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLS 66
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TYKQALSTLAGHKDKAVKSFLDNYMQGVYVLNQVSTKRNSTFKG
NTDB id 406159 GO995 RS02715 WP 074563228.1 QATLAQLVYAWLTPHTEISTAAATTGGYSNEDYMRINQYYMETSQNTATYQALTLAGKDVKLDYQGVYVLNVTKNSTFKG 160
NTDB id 360 SMU RS02495 WP 002262039.1 KATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKG 146
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NTDB id 406159 GO995 RS02715 WP 074563228.1 LLHLADTVTGVNGKTFKSSQELMAYVADLDLGSKVTVQEISNGKTKEVSGKIIELPNGKNGIGIGLVDHTKVSSDVDVTF 240
NTDB id 360 SMU RS02495 WP 002262039.1 VLNIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEF 226
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NTDB id 406159 GO995 RS02715 WP 074563228.1 DTSGVGGPSAGLMFTLDIYDQVNNEDLRKGRKIAGTGTIESDGSVGDIGGAGLKVVSAAKSGADIFFVPNNPVDKETLKK 320
NTDB id 360 SMU RS02495 WP 002262039.1 STNGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKK 306
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NTDB id 406159 GO995 RS02715 WP 074563228.1 DPDAKTNYEEAKEAAKDLDTDMKIVPVKNVQEAIDYLRSTN 361
NTDB id 360 SMU RS02495 WP 002262039.1 NPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
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