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NTDB id 615 LCA RS02545 WP 011374200.1 .MGQQVIACGRQFTAAQLADTQN....NNYSLPQIKRRPAFLRVKHRLVCQRCQQVV.PPQTCLPDGRHYCAQCLLFGRL 74
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLILENLLGHLLLEKDISAFNNFTDQVNNENKLIKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELGRV 80
NTDB id 406158 GO995 RS02530 WP 157628772.1 .MTELNDYYGRIFTESQL......TDD...LKKEAKVLPSVKKEKGQMICNRCGSVM.EANQMLQTGRIYCRECLVFGRN 69
NTDB id 277 KZH43 RS10090 WP 000867601.1 .MKVNLDYLGRLFTENEL......TEE...ERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRV 69
NTDB id 236 SPD RS10765 WP 000867601.1 .MKVNLDYLGRLFTENEL......TEE...ERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRV 69
NTDB id 202 SPR RS10250 WP 000867601.1 .MKVNLDYLGRLFTENEL......TEE...ERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRV 69
NTDB id 167 SP RS11275 WP 000867616.1 .MKVNLDYLGRLFTENEL......TEE...ERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKRV 69
NTDB id 507 SM12261 RS09240 WP 000867722.1 .MKVNPNYLGRLFTENEL......TEE...ERQLAEKLPAMRKEKGKLFCQRCNSTI.LEEWYLPIGTYYCRECLLMKRV 69
NTDB id 535 SMSK321 RS10515 WP 000867726.1 .MKVNPNYLGRLFTENEL......TKE...ERQLAEKLPAMRKEKGKLFCQRCDSAI.LDEWYLPIGAYYCRECLLMKRV 69
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NTDB id 615 LCA RS02545 WP 011374200.1 VEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCLA 154
NTDB id 593 KW2 RS05130 WP 021037147.1 RSDEYFYHLPQQDFPEK..TYLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVGLA 158
NTDB id 406158 GO995 RS02530 WP 157628772.1 TSDSNLYYFPQKPFTKT..QSLKWQGKLTPYQDEVSKGMLKGITEKQDLLIHAVTGAGKTEMIYQSLAKVIDNGGSVCLA 147
NTDB id 277 KZH43 RS10090 WP 000867601.1 RSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
NTDB id 236 SPD RS10765 WP 000867601.1 RSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
NTDB id 202 SPR RS10250 WP 000867601.1 RSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
NTDB id 167 SP RS11275 WP 000867616.1 RSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
NTDB id 507 SM12261 RS09240 WP 000867722.1 RSDQSLYYFPQEDFPKQ..DVLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
NTDB id 535 SMSK321 RS10515 WP 000867726.1 RSDQVLYYFPQEDFAKQ..DILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
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NTDB id 615 LCA RS02545 WP 011374200.1 APRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQA 234
NTDB id 593 KW2 RS05130 WP 021037147.1 SPRIDVCIELHQRLSRDFTCQ.IPLLYHE.GDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALENA 236
NTDB id 406158 GO995 RS02530 WP 157628772.1 SPRIDVCLELYKRLSRDFSCP.ITLLHGD.SEPYKRSPLVIATTHQLLKFYRAFDLLIIDEVDAFPFVDNKMLYHAVNQS 225
NTDB id 277 KZH43 RS10090 WP 000867601.1 SPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 236 SPD RS10765 WP 000867601.1 SPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 202 SPR RS10250 WP 000867601.1 SPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 167 SP RS11275 WP 000867616.1 SPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 507 SM12261 RS09240 WP 000867722.1 SPRIDVCLELYKRLQKDFACE.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SPRIDVCLELYKRLQDDFACE.ISLLYGE.SEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
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NLAPLRRFHAGHNLPLPVI EVIPMQKFMRPFHVIVWAKLFKSKNTDVWFLRYNAHIKRACKQYMLEKDKGSKNCKRLPSKPRKLEIKRSDLYCFLI IKQEETKYQLRQKSTQTGAQFYQP I

LL
NTDB id 615 LCA RS02545 WP 011374200.1 CKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQIL 313
NTDB id 593 KW2 RS05130 WP 021037147.1 KKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.............FIEQRKTGFPLL 303
NTDB id 406158 GO995 RS02530 WP 157628772.1 LKDDGVKLFLTATSTDELDKKVKKGELTKLHLARRFHANPLVVPKMVWLSKVLIAMKKKKLPPKLISLLKKQRQSQFPLL 305
NTDB id 277 KZH43 RS10090 WP 000867601.1 VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL 305
NTDB id 236 SPD RS10765 WP 000867601.1 VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL 305
NTDB id 202 SPR RS10250 WP 000867601.1 VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL 305
NTDB id 167 SP RS11275 WP 000867616.1 VKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLL 305
NTDB id 507 SM12261 RS09240 WP 000867722.1 VKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPKLKSYIEKQRKTGYPLL 305
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPKLKSYIEKQRKTGYPLL 305
consensus *!*******!!!!*! ************** !**!!!***!**!************** ********************!



logo

L
I FFVAAPSNQEVIDERKFLQKLGRQEDEPQVFLTKAKNSENRI ILSQKTEEKLTQLFPADHKNVERKMIAEGTFLVAHSAS IKNTVDTKPESNDQRI

K
L
K
T
E
I
K
L

Q
I
V
T
E
Q
E
AFRAKQDKQRGKQE I

V
L
Q
S
T
L
I
M
LVITSTSTI LERGVTFKSPNSC I

V
A
DVLFVI

L
V
G
L
N
E
S
AENHKMPRNVLYFNSTEKAS

NTDB id 615 LCA RS02545 WP 011374200.1 LFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEA 393
NTDB id 593 KW2 RS05130 WP 021037147.1 IFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFTKS 383
NTDB id 406158 GO995 RS02530 WP 157628772.1 IFFPNIEQGREFTSILQTTFPDERIGFVSSKTENRLELVEEFRQGKLTILVTTTILERGVTFPCVDVFVLLANHKLYSKS 385
NTDB id 277 KZH43 RS10090 WP 000867601.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS 385
NTDB id 236 SPD RS10765 WP 000867601.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS 385
NTDB id 202 SPR RS10250 WP 000867601.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS 385
NTDB id 167 SP RS11275 WP 000867616.1 IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS 385
NTDB id 507 SM12261 RS09240 WP 000867722.1 IFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFTKS 385
NTDB id 535 SMSK321 RS10515 WP 000867726.1 IFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS 385
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NTDB id 615 LCA RS02545 WP 011374200.1 VLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 ALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 406158 GO995 RS02530 WP 157628772.1 ALVQISGRVGRAAERPTGELLFLHDGVTKAMKKAISEIKEMNHKGGF..... 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 SLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 SLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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