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NTDB id 425 SGO RS10525 WP 012131081.1 ...MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNN.NQKTATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 ...MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 406134 GO995 RS00315 WP 157628610.1 MKKIKFRKVNYKKILKPLSVILVGFIGGVAGTLLMLNMAGISINNVSGSSTKTTTSKVSYSNTNDTTKAVEKVGEAVVSV 80
NTDB id 381 SMU RS09890 WP 002262650.1 ..MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITG...NKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
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NTDB id 425 SGO RS10525 WP 012131081.1 ITYSESNSDAI.F...........DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGE 144
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYSANRQNSV.F...........GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGE 143
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYSANRQNSV.F...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGE 143
NTDB id 215 SPD RS10945 WP 000681597.1 ITYSANRQNSV.F...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGE 143
NTDB id 181 SPR RS10425 WP 000681597.1 ITYSANRQNSV.F...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGE 143
NTDB id 145 SP RS11450 WP 000681597.1 ITYSANRQNSV.F...........GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGE 143
NTDB id 406134 GO995 RS00315 WP 157628610.1 INYQSNSSSNDLYMQMFGGNLDNNTNNNGSDSDLSIASEGSGVIYKKDGNSAYVVTNNHVVDGASQIEIMLSDGTKVVGE 160
NTDB id 381 SMU RS09890 WP 002262650.1 INYQKTDNSYY...NYDSGS....QEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGK 148
consensus !*!******** * ********** ***!!!!!!!*!****!!*!!!*!!***!****!****!*!!*!*

logo

L
IVGSTADTYFSDLI SAVI

V
R
KIPSASKDEYKVKTNTVAEFAGNDSDSKI

L
K
TVGEPTAIA IGSPLGTSDEYANSTVTEQGIVSSLSNRTNVTSMSLQRTKNSDENDGEQTAIASTQNKAI

NTDB id 425 SGO RS10525 WP 012131081.1 IVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAI 224
NTDB id 539 SM12261 RS09395 WP 000681587.1 IVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 256 KZH43 RS10270 WP 000681597.1 IVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 215 SPD RS10945 WP 000681597.1 IVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 181 SPR RS10425 WP 000681597.1 IVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 145 SP RS11450 WP 000681597.1 IVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 406134 GO995 RS00315 WP 157628610.1 LVGADTYSDIAVVKISSDKVTTVAEFADSDKITVGETAIAIGSPLGTDYANSVTQGIVSSLSRTVTMTNDDGETISTNAI 240
NTDB id 381 SMU RS09890 WP 002262650.1 LVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAI 228
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NTDB id 539 SM12261 RS09395 WP 000681587.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 256 KZH43 RS10270 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 215 SPD RS10945 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 181 SPR RS10425 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 145 SP RS11450 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLS 299
NTDB id 406134 GO995 RS00315 WP 157628610.1 QTDAAINPGNSGGALINIEGQVIGINSSKISSTSDSGSGNSVEGMGFAIPANDVIKIINQLEANGKVIRPALGITMANLS 320
NTDB id 381 SMU RS09890 WP 002262650.1 QTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLS 308
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NTDB id 425 SGO RS10525 WP 012131081.1 SLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQT 382
NTDB id 539 SM12261 RS09395 WP 000681587.1 NINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 256 KZH43 RS10270 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 215 SPD RS10945 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 181 SPR RS10425 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 145 SP RS11450 WP 000681597.1 NVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEET 379
NTDB id 406134 GO995 RS00315 WP 157628610.1 DLSTTTISRLNIPTSVTAGIVVASVQSGMPAEGALKKYDVITAIDDKDVSSITDLQSVLYGHSTGDSIKVTFYRGTDKKT 400
NTDB id 381 SMU RS09890 WP 002262650.1 EASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQT 388
consensus *********!**!**!**!**!*!*!**!!!*!*!*!!!!!!**!*****!**!*!!*!!*!*****!!*!*!!*****!

logo

E
V
T
E
T
S IQKLDTNKTSTSDQGDLNSEHSESNQ

NTDB id 425 SGO RS10525 WP 012131081.1 TTIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 TSIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 TSIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 TSIKLNKSSGDLES... 393
NTDB id 181 SPR RS10425 WP 000681597.1 TSIKLNKSSGDLES... 393
NTDB id 145 SP RS11450 WP 000681597.1 TSIKLNKSSGDLES... 393
NTDB id 406134 GO995 RS00315 WP 157628610.1 ETIKLTKTTQDLSSSNQ 417
NTDB id 381 SMU RS09890 WP 002262650.1 VEIQLTKTSQDLNH... 402
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