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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 MRTGMLALALGLLSLRVLPVLPS........VGIIVLMALVGLGCLAWRVRPV....GLFLLGLCWACLSAQQALEDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGLLLLPFRWRPL....AFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 PELDGRTLWLEGRVVGLPAHNGRSVRFELDAAQS.RRAQLPQRMQLSWFD....................GPQVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 RLAVTLKRPHGLLNPHGPDREAALLARRIGATGNVKAGERLTP..............AEGAWRDGLRQRLSGVDAQ.GRE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 AELVALVLGDGAGLARNSWETLQATGTVHLLVISGQHIGLLAGLVYGLIA.......GLARLGLWP..QALPWLPWACGA 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 AFAAALGYGLLAGFQVPVQRACVMLAVVLLWRLRYRHLGVGLPLLLALNAVLLWEPLASLLPGFWLSFAAVAVLLFTFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 R..............LGAWSPWRAWGRAQWLIALGLLPVLIALGLPVSLSAPLANLFAVPWISLAVLPLALPGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 FVGQGLLWLAGGLLDVLFSLLGQLAQWQPAWTPESLSWPLWALLWLGTVLLLLPRGLP...MRVLGWPLLLLAAFAPRER 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 VPHGQVEVWQLDVGQGLAFVLRTRQHTMLYDAGPALGEH.DLGERIVLPSLRKLGVQALDLMLLSHADADHAGGALAIKR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 GLPVHQVRGGETA.......RLAPALQAQPCVSGERWQWDGVNFSVWQW......QGGRDSNQESCVLLVEAGGERLLLA 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 GDLDAAGERAWLGDWQ..ATRLDWLQAPHHGSRTSSSQALLAATAPRGVLISRGRYNAFGHPHAEVMERYRINGIEAFDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 406094 GPJ81 RS07945 WP 157191722.1 AVHGALRLRLGTFGEPLGL....RGQRRFWRDPS................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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