
logo MMSAVLSTIGDRKRLGAAI LLDQAGYLLGTDNEDELQMRALEKRHSREVGGRSLADEVI
L
I
VDMSGMLVLGSEKRR IARQTAI EEDAHRLFGIPLVNELLHARTLVQEPIDPPAKAVLK

NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 406071 GO600 RS11165 WP 028494591.1 MSVLTIGDKRLGAILLDAGLLTDEELQMALEKHREVGGSLAEVIVDSGLLSERRIAQAIEDHFGIPLVELHTLEIPPKVK 80
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALEG..DRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 406071 GO600 RS11165 WP 028494591.1 ALLPAEKAKELQAIPFALDEEAGVVRVAFVNPLDTLALEEVEDLTGMVVEPYQATKSAFLYALAKHYPELNLPLPPP..P 158
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
consensus *******!**!*!*!!!!*******!!!***!!*****!**!!**!***!!!!********!*!*!!!!!*!****! *

logo SDGAEPSGQREKTDEGGLRKVLGERLL ILVEQTHKGLWYLIDSTDRAENAQTLQEVEALDVAEQQEQKTGEDALLGARTI L IVSQRRKAGI
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T
PEDEAQVLYERAVLAEQEKGLMTTEFLEPNSPTEQSGFILHSVPGDEPAESVAALT

NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 406071 GO600 RS11165 WP 028494591.1 SGPSREELRVGELLVEKGLLDRNTLEEALVEQEKTGDLLGRILV.RKGLPEEVLYRVLAEQKGMEFLPSTQGLSPDPAAT 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
consensus !* ** ****!!*!* *!**** !**!!**!**!!**!!**!* *****!* !!**!!!!*!**!!*** !* !** *
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WEAERL IFEHRRQFAYPEQRKGNSRLGEQVLVQEGKRTLSR
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 406071 GO600 RS11165 WP 028494591.1 NLLLRSDALRYSAVPVGFNNGEVEVVLADPRHKEAVAELLGRPARFFLTLPKEWEALFHQAYPEKSRLGEVLVQEGRLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 406071 GO600 RS11165 WP 028494591.1 EDLREALEVQRRLPKAKPLGEILVELGLARPEDVEEALKKQRQGGGRLEDTLVASGKLRPEALAQAVATQLGYAYINPEE 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 406071 GO600 RS11165 WP 028494591.1 NPPDPGAALLLPEDLARRYGIFPHRLEGKTLVLLMKDPRNILALDDVRLALKRKGLAYEVQPAVATEAAITKLIERFYGK 477
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
consensus *!!!!***!**!!***!!!***!*!!*!**!!**!!!!!!**!!!!**!******* *!* !!!**!**!**!!!!**!*
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V IREAAFLQDASDIHI ETPTREQDNSADVKLQVRYLR IDGVALREPQQYNSTSTFLPKGA
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGA 552
NTDB id 406071 GO600 RS11165 WP 028494591.1 EELGEIAKELSKGYQEE..EEAVTPELDESAAQKFVKQVIREAFLQDASDIHIEPRQSDVLVRLRIDGVLRQYTTLPKGA 555
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAEE..EVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGA 555
consensus ** ***!!***** ** *** **!!!!****!***!!!!*!!!!!!!!!!*** *! !!*!!!!*!! ****!!!!

logo

A
L
Q
N
A
Q
S

V
I
M
I
A
S
R
V
L
VKIMGHGLDNIAEKRRVLPQDGRVRFYKRKEGAS IDLVDLRLSTLPTVYGEKAVMRLLQKKAASNDIPELI EDGQLGFSAEPYGNVYFAERYFKQTE

NTDB id 1306 DR RS10060 WP 027479822.1 AQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTE 632
NTDB id 406071 GO600 RS11165 WP 028494591.1 LNSIISVVKIMGGLNIAERRLPQDGRVRYREGSIDVDLRLSTLPTVYGEKAVMRLLKKAADIPEIEGLGFAPGVFERFQE 635
NTDB id 1028 TT RS08215 WP 011173991.1 LNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKE 635
consensus ** *****!!!!*!*!!!*!*!!!!!!!***!*!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*! !!!******!* !

logo

I
V I ESRKPNYGI FLVITGPTGSGKSFTCTFSTI LKR IAKTPEDKNTTQTI EDP I

VEYEVIPGIVNQSTQVNNPSQTAGMLTFARALRAFLRQDPDI I FM
NTDB id 1306 DR RS10060 WP 027479822.1 IIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIF 712
NTDB id 406071 GO600 RS11165 WP 028494591.1 VISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIM 715
NTDB id 1028 TT RS08215 WP 011173991.1 VISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIM 715
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logo VGE IRDQSETAKIAVTEAALTGHMLVLIATLHTNDAPAGQAVITRLEDEMGI
VELNPFNI SAAVLMIGVLASQRLVRKR I

VCDESEHCKQVPETVNKAPDPETVL
NTDB id 1306 DR RS10060 WP 027479822.1 VGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVL 792
NTDB id 406071 GO600 RS11165 WP 028494591.1 VGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVELFNISAALIGVLSQRLVRKICDHCKVEVKPDPEVL 795
NTDB id 1028 TT RS08215 WP 011173991.1 VGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETL 795
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logo RRLGI
LSEAERDE IRQGAKNRLMYRKGTMGCPERCGGTGYKGRMYGAIHELMLVMVDDSELIRRHTAIGVAGRKPSAATE IRKDEVIALRGEKRSKGLMRKSTLRQEDGLI EYKAL

NTDB id 1306 DR RS10060 WP 027479822.1 RRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKAL 872
NTDB id 406071 GO600 RS11165 WP 028494591.1 RRLGLSEEEIQGAKLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.KKGMKTLREDGIYKAL 874
NTDB id 1028 TT RS08215 WP 011173991.1 RRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKAL 874
consensus !!!!*!! *!*!!*!**!*!!*!!!!!!!!!!**!!!!*!*!!**!**!*!!**!*!!***!* **!***!!*!!**!!!

logo QGLITTLEEVLAVRTAI SE
NTDB id 1306 DR RS10060 WP 027479822.1 QGLTTLEEVLAVTAS 887
NTDB id 406071 GO600 RS11165 WP 028494591.1 QGITTLEEVLARTIE 889
NTDB id 1028 TT RS08215 WP 011173991.1 QGITTLEEVLARTIE 889
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