
logo

MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVI EAPP IPPLASQEEAKPQAEAPA
NTDB id 406057 GO600 RS02595 WP 245563304.1 ................................................................................ 0
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPA 80
consensus ********************************************************************************

logo

QEEAQAPASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAQAPQAAPATRP IPG
NTDB id 406057 GO600 RS02595 WP 245563304.1 ................................................................................ 0
NTDB id 1026 TT RS05140 WP 011173435.1 QEEAQAPASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAQAPQAAPATRPIPG 160
consensus ********************************************************************************

logo

TSGALPAPKI LSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEKAPTPASPLERLVAEKGLRLSGTLLGPM
VSVA

NTDB id 406057 GO600 RS02595 WP 245563304.1 ............................................................................MSVA 4
NTDB id 1026 TT RS05140 WP 011173435.1 TSGALPAPKILSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKGAEKAPTPASPLERLVAEKGLRLSGTLLGPVSVA 240
consensus *****************************************************************************!!!

logo I LESTKEGYLVLVPAVGSLP I
LPGSTEAVLVRQR I

VEESDGRSVTVLALKDEESTLENI
L
A
SLEVNTQAGGGQ

NTDB id 406057 GO600 RS02595 WP 245563304.1 ILETKEGYLVLPVGSLLPGSEAVLRRIESDRVVLALKDESLEIALENTQAGGGQ 58
NTDB id 1026 TT RS05140 WP 011173435.1 ILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLV..QAGGGQ 292
consensus !!!*!!!!!!*! !!**!!*!!!*! *! ! !!!!*!*! * ! **!!!!!!

X non conserved

X similar

X ≥ 50% conserved


