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NTDB id 406056 GO600 RS02590 WP 418954023.1 .....MKLVIPGLLALGMGALAGSLPQEPRFDAKVDLKISENQVRAGFTLPLDVVLEALARSVGLQPLIYRAYDASGDPA 75
NTDB id 1027 TT RS05145 WP 011173436.1 MKSAWIRAAVIALAGLGAFALAGSFPEEPRFQAPVNLKVSESQVKAGQTLPLDVVLEALARSVGLQPLIYRAYDPSGDPA 80
consensus ******* ***! *!! !!!!! ! !!!! !*! !!*!! !!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!
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VPE IAY
NTDB id 406056 GO600 RS02590 WP 418954023.1 KAQPPLPNIKLDFQGKPFREVWDLLFATYGTQFNLDYLLLPPDVVVVAPTQVITALVDAPSRTGAMERKPYLVAIPEIAY 155
NTDB id 1027 TT RS05145 WP 011173436.1 TAQPPLPNVKLDFQGKPFREVWDLLFATYGNQYSLDYLFLPPDVVVVAPTQVITALVDAPSRTGAMERRPYIVGVPEIAY 160
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!! !* !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!**!!!!!
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K
RRTETDAQGQPVRTVVNIDEGAKAGWVQNDLLPFLSREAASGLNSVNWIVVEEGGRLKRALVLSVLATPEQHAIRFSDI LQRAGIDFR

NTDB id 406056 GO600 RS02590 WP 418954023.1 RRTETDAQGQVRTVVNIDGAKGWVQNDLLPFLSREASGLSVNWIVVEEGGRLRALLSVLATPEQHIRFSDILQRAGIDFR 235
NTDB id 1027 TT RS05145 WP 011173436.1 KRTETDAQGQPRTVVNIEGAKAWVQNDLLPFLSREAAGLNVNWIVVEEGGRLKAVLSVLATPEQHARFSDILQRAGIDFR 240
consensus *!!!!!!!!!*!!!!!!*!!!*!!!!!!!!!!!!!! !! !!!!!!!!!!!!*!*!!!!!!!!!! !!!!!!!!!!!!!!
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NTDB id 406056 GO600 RS02590 WP 418954023.1 PLPALTLPKPRVERTYVVAHATFPEILAFLQGRVPGAQISVVPTDPKRALITATEEDHARIAELLKVADVPKPTPVVRRV 315
NTDB id 1027 TT RS05145 WP 011173436.1 PLPALAQPKPRVEKTYTLTYATFPDLLAFLQSRLPEAQIGVVPTNPQRAIVLATEEDHARLSELLKTADVPKT...VRRV 317
consensus !!!!! !!!!!!*!! * *!!!!**!!!!! !*! !!! !!!! ! !!** !!!!!!!!* !!!! !!!!!****!!!!

logo YTLQNLTFAQEAQERLKPLVLEKRDELKGARLEGSLVPGNPKALLLEAPTEADEHQAFLFAE I LKAALDVPPQAVAPPQAPPTQEATLVRRLYPLHRFY
NTDB id 406056 GO600 RS02590 WP 418954023.1 YTLQNLTFQEAQERLKPVLERELKGARLEGVPGNPKALLLEATEADQAFFAEILKAADVPPQVAPPTQEATVRRLYPLRF 395
NTDB id 1027 TT RS05145 WP 011173436.1 YTLQNLTFAEAQERLKPLLEKDLKGARLESLPGNPKALLLEAPEAEHALFAEILKALDVPPQAPQAPQEATLRRLYPLHY 397
consensus !!!!!!!! !!!!!!!!*!!**!!!!!!! *!!!!!!!!!!!*!!**! !!!!!!! !!!!! ****!!!!*!!!!!!**

logo ADNAEKQVAPSFLAREVPGIVVQTVPGQPLVLSVRGTEAKQLRSEVENSLLAQIDRAPPEQGPP I
V
F
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NTDB id 406056 GO600 RS02590 WP 418954023.1 ADAEKVASFLAREVPGIVVQTVPGQPVLSVRGTEKQLSEVENLLAQIDRAPEQGPPILQRSYQLSNAKAADLAKVLQEAL 475
NTDB id 1027 TT RS05145 WP 011173436.1 ANAEQVAPFLAREVPGIVVQTVPGQPLLSVRGTEAQLREVESLLAQIDRPPEQGPPVFQRAYQLSNAKAVELAQVLQEAL 477
consensus ! !! !!*!!!!!!!!!!!!!!!!!!*!!!!!!! !! !!! !!!!!!!*!!!!!!* !! !!!!!!!! *!! !!!!!!

logo

K
QARQAQANPQGQAQNRPQAQGPPTREQATVVADEPRTNTL IVTGTQEDLALVEGL IPKLDQAPVPQVNLRVR IQEVQSNFLSTRNSLGLKWN

NTDB id 406056 GO600 RS02590 WP 418954023.1 QARQAQAPQGQARPQGPTRQATVVADERTNTLIVTGTQEDLALVEGLIPKLDQAVPQVNLRVRIQEVQSNFSRNLGLKWN 555
NTDB id 1027 TT RS05145 WP 011173436.1 KARQAQN.QGQQNQAPPTREATVVADPRTNTLIVTGTQEDLALVEGLIPKLDQPVPQVNLRVRIQEVQSNLTRSLGLKWN 556
consensus !!!!! *!!! * *!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! *! !!!!!!
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S
TIAGGNVAAS I LDSTGLSL I FDSTRSLAALNI IMATLDEALQQRQGLSRALRDVNQTVLNNQTARLQSGETFFL IRRVVGNDQRVER

NTDB id 406056 GO600 RS02590 WP 418954023.1 TIAGGNVAASILDTGLSLIFDSTRSLAALNIIATLEALQRQGLSRALRDVNQTVLNNQTARLQSGETFLIRRVVGDRVER 635
NTDB id 1027 TT RS05145 WP 011173436.1 SIAGGNVAASILDSGLSLIFDSTRSLAALNIMATLDALQQQGLSRALRDVNQTVLNNQTARLQSGETFFIRRVVNDQVER 636
consensus *!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! ! !!!

logo VPFDI
VGI

L IVEVTPQITADGQI LLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVKRDGEQTVVLGGLTSQENSNQSVQQGVP
NTDB id 406056 GO600 RS02590 WP 418954023.1 VPFDIGIIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVRDGQTVVLGGLTSQENNQVQQGVP 715
NTDB id 1027 TT RS05145 WP 011173436.1 VPFDVGLIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDRFTKQVVTTTLRVKDGETVVLGGLTSQESNQSQQGVP 716
consensus !!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!! !! !!!!!

logo LLMDIPL IGELFKQRTNQESTTDKRELLVVITADI LVKEATASARNP
NTDB id 406056 GO600 RS02590 WP 418954023.1 LLMDIPLIGELFKQRTQETTDRELLVVITADIVKETASR.. 754
NTDB id 1027 TT RS05145 WP 011173436.1 LLMDIPLIGELFKQRTNESTDKELLVVITADILKEAASANP 757
consensus !!!!!!!!!!!!!!!!*!*!!*!!!!!!!!!!*!! !! **
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