
logo

MSTNTTGTTPATNA
M
S
T
G
S
A
GI
M
E
D
I
L
F
E
N
T
K
Q
S
D
F
I
Y
LLDKNRGLAML

V
A
D
E
H
K
T

Q
H
K
G
K
G
ASDI

L
I
Y
F
L
I
A
T
V
AGALMVEP I

P
L
Q
S
F
L
Y
M
R
K
I
L
V
D
H
S
NGDEKLYIADLRTAP I

Q
V
N
S
T
G
E
F
P
K
E
N
T
K
A
P
M
L
D
T
S
A
G
V
P
A
D
E
Q
S

Q
D
M
I
S
V
T
A
T
R
A
D
E
K
Q

M
T
L
I
L
M
V
D
L
Y
H
A
G
N
S
I
M
V
T
M
D
T
N
D
P
Q
E
A
K
R
Q

R
Q
Q
R
A
E
Q
R
I
EF

NTDB id 1307 DR RS10055 WP 010888596.1 .............MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIF 67
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .................MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEF 62
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .................MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEF 63
NTDB id 405998 GOY17 RS14765 WP 115842567.1 MSTNTTGTTPATNASGAIDFTSFLKLMAHQKASDLFITAGMPPSMKVHGKIAPITPNALTPQQSRDMVLNVMNPQQREEF 80
NTDB id 1203 PSJM300 01605 AFN76401.1 .................MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREF 63
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NTDB id 1307 DR RS10055 WP 010888596.1 EEKRELDFSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLAS 146
NTDB id 1177 A1552VC RS01165 WP 000422572.1 KQTREANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAA 140
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLAS 143
NTDB id 405998 GOY17 RS14765 WP 115842567.1 EKTHECNFAIGVA.GVGRFRVSCFYQRNQVGMVLRRIETKIPTVEELNLPPVIKTLAMTKRGIIIFVGATGTGKSTSLAA 159
NTDB id 1203 PSJM300 01605 AFN76401.1 TENHECNFAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAA 142
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NTDB id 1307 DR RS10055 WP 010888596.1 MIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGH 226
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGH 220
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGH 223
NTDB id 405998 GOY17 RS14765 WP 115842567.1 MIGYRNLNSTGHIITIEDPIEFVHKHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGH 239
NTDB id 1203 PSJM300 01605 AFN76401.1 MIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGH 222
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NTDB id 1307 DR RS10055 WP 010888596.1 LVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQI 306
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHEL 300
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKI 303
NTDB id 405998 GOY17 RS14765 WP 115842567.1 LVLCTLHANNANQAMDRIINFFPEDRRQQLLMDLSLNLKGVVAQQLIPTPDGKGRRVAMEILLGTPLVQDYIRDGEIHKL 319
NTDB id 1203 PSJM300 01605 AFN76401.1 LCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHEL 302
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NTDB id 1307 DR RS10055 WP 010888596.1 TSVMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRG 386
NTDB id 1177 A1552VC RS01165 WP 000422572.1 KATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG...SGSLQNVK....IDME..... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEME....RKMTFDGQR 379
NTDB id 405998 GOY17 RS14765 WP 115842567.1 KEVMKESVQLGMKTFDQALFELYQAGEISYEDALRYADSQNEVRLRIKLAQGGDAKTLAAG.LDGVE....LAQVR.... 390
NTDB id 1203 PSJM300 01605 AFN76401.1 KGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSV.SQGLT....LEMSDDDPG 377
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NTDB id 1307 DR RS10055 WP 010888596.1 GDFGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................ 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RNLK............................ 383
NTDB id 405998 GOY17 RS14765 WP 115842567.1 ................................ 390
NTDB id 1203 PSJM300 01605 AFN76401.1 RSFR............................ 381
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