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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 405990 GOY17 RS03970 WP 157029416.1 .MAETRSALVVDDERDIRELLVMTLGRMGLRCDTASTLGEARGQLARNRYDLCLTDMRLPDGSGMDLVAEISQKHPETPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.ENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 405990 GOY17 RS03970 WP 157029416.1 AMITAFGNVEAAVEALKAGAFDFVAKPVDLAVLRDLVRHALDLNERRKSAP.PADIVAARLYGQSPAMATLRGTIAKVAR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA....PVDNRLLGESPPMRALRNQIGKLAR 154
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VNCAGAIPAKSTDEL IMESEFLFGHVKKGASFTGAAHITAEQTEDRKPQGALAIFELQASAHSDGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 405990 GOY17 RS03970 WP 157029416.1 SQAPVYIVGESGVGKELVARTIHAEGARSTGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQSADGGTLFLD 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 405990 GOY17 RS03970 WP 157029416.1 EIAELPLAMQVKLLRAIQEKSIRPVGANAEVPVDVRILSATHKDLAALVADGRFRQDLYYRINVIELRVPPLRERQDDLP 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGK.DFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPL 390
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWET.PPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPL..RANISNP..F 394
NTDB id 405990 GOY17 RS03970 WP 157029416.1 GLAEKVLQRLSLAQGRVFPPTLSADALDTLRAYAFPGNVRELENILERALALAEGDSLTAEDLRLPKAANTVPASPP..L 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ....... 386
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 AHENKVSV...............................HEIFPLWM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTI 437
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ASAAQSIQTTVAAPQ..................AVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSL 456
NTDB id 405990 GOY17 RS03970 WP 157029416.1 AATGATSATAPANPNAPLMVPGQPAQAIDPRTLNPRDTASSPLPSYIEEIERAAIQQALQENRYNKTRTAAALGITFRAL 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..EGAA.............................SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSM 435
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 YRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RYRLKKFGLDTETEQ.EV 473
NTDB id 405990 GOY17 RS03970 WP 157029416.1 RYKLKKLGID........ 486
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RYRLKKLGID........ 445
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