
logo MVRLRTLVRAIAAASVLTSGMAHGLGLGE ITLKSALNQPLDAE I ELLEVRDLGSSGEVIPSLASPEEFSKAGVDRLYYLTD
NTDB id 405962 GO602 RS16405 WP 124181122.1 MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLSSGEVIPSLASPEEFSKAGVDRLYYLTD 80
NTDB id 1196 PAKAF RS09365 WP 016253171.1 MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAVPQAPVSAPRATGSAPRAPQ
NTDB id 405962 GO602 RS16405 WP 124181122.1 LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASVPQAPVSAPRATSAPRAPQ 160
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!

logo APAPLVRTTAPAGSDTYRTVSNDTLWE IAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLR IPTEQQMLERSP
NTDB id 405962 GO602 RS16405 WP 124181122.1 APAPLRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP 240
NTDB id 1196 PAKAF RS09365 WP 016253171.1 APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP 240
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPASKVDATDNSLRLVSGEGKASKGADKGGKGDNSKAIADTLA
NTDB id 405962 GO602 RS16405 WP 124181122.1 REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPAKVDATDSLRLVSGEGKASKGADKGGKGDNKAIADTLA 320
NTDB id 1196 PAKAF RS09365 WP 016253171.1 REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo VTKESLDSTRRENEELQSRMQDLQSQLDKLQKL IQLKDAQLAKLQGQLGAEGQGAAQPNAAVLQPDAASQPSNAAAQAPAQAPGT
NTDB id 405962 GO602 RS16405 WP 124181122.1 VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAVQPDAAQSNAAAQAPAQAGT 400
NTDB id 1196 PAKAF RS09365 WP 016253171.1 VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!*!!

logo PAVAAPTPAPAGEAPAATPAQPPVAPQPPAPAAEKRPPAPAVPAPAPVQAAPEQPAPSFLDELLANPLWLAVIGGSALLALLVL
NTDB id 405962 GO602 RS16405 WP 124181122.1 PAVAAPTPAPAGEAPATPAQPPVAQPPAPAAEKPPAPAVP....VQAPEQPAPSFLDELLANPLWLAVIGGSALLALLVL 476
NTDB id 1196 PAKAF RS09365 WP 016253171.1 PAVAAPTPAPAGEAPAAPAQPPVAPPPAPAAERPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL 480
consensus !!!!!!!!!!!!!!!! !!!!!!!*!!!!!!!*!!!!!!!****!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMI LSRRNAQKEKEEAQAFAADATGEEQEDALDLGKDGFDDLTLDEPEPQVAAAVAPQVEKTTAQTSDALGEADIY IAYGRF
NTDB id 405962 GO602 RS16405 WP 124181122.1 LMILSRRNAQKEKEEAQAFAADAGEEQEDALDLGKDGFDDLTLDEPEPQVAAAAPQVEKTTAQTSDALGEADIYIAYGRF 556
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LMILSRRNAQKEKEEAQAFAADTGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRF 560
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELRE IGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ
NTDB id 405962 GO602 RS16405 WP 124181122.1 NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ 636
NTDB id 1196 PAKAF RS09365 WP 016253171.1 NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLDGDLGGDDVQADLKSDSGALDDLTLDSDLDLAASTAADKP
NTDB id 405962 GO602 RS16405 WP 124181122.1 DELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLDGDLGGDDVQADLKSDSGALDDLTLDSDLDLAASTAADKP 716
NTDB id 1196 PAKAF RS09365 WP 016253171.1 DELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDD....LGGDDVQADLKSDSGALDDLTLDSDLDLAASTAADKP 716
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!****!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VDDLDFGLDFAELAETPSQPKHNDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAADEEPALSLPDDF
NTDB id 405962 GO602 RS16405 WP 124181122.1 VDDLDFGLDFAELAETPSQPKNDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAADEPALSLPDDF 796
NTDB id 1196 PAKAF RS09365 WP 016253171.1 VDDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDDF 796
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo DLSLADEPATEPAAPAEKGSEDSFAAQLDEVSAQLDELASNLDEPKSAATPSFSAEDAAVASALDGDADDDFDFLSGADEAATK
NTDB id 405962 GO602 RS16405 WP 124181122.1 DLSLADEPAEPAAPAKSEDSFAAQLDEVSAQLDELASNLDEPKSAAPSFSAEDAAVASALDGDADDDFDFLSGADEAATK 876
NTDB id 1196 PAKAF RS09365 WP 016253171.1 DLSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSATPSFSAEDAAVASALDGDADDDFDFLSGADEAATK 876
consensus !!!!!!!! !!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDLARAYIDMGDSEGARDI LDEVLAEGNDSQQAEARELLERLA
NTDB id 405962 GO602 RS16405 WP 124181122.1 LDLARAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERLA 919
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LDLARAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERLA 919
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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