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MTKPM
N
A
SDFLSAHTPMMQQYWKRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFHSALEGYLAKRLV
NTDB id 40571 X970 RS04190 WP 024086401.1 ....MSDFSAHTPMMQQYWKLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPFHSLEGYLAKLV 81
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus **** ! !!!!!!!!!!!*!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!!!! !!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAALVLVGDERLFGLASVLDIATSGNRFSVQE I
LKGWENTLLAE

NTDB id 40571 X970 RS04190 WP 024086401.1 KLGESVVICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAALLGDERLFGLAVLDITSGNFSVQEIKGWENLLAE 166
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!!! !!!! !! !!!!!*!!!! !!!!

logo LERLNSPAVELL IPDDWPQRDGLPALEKRPRGAVRRRAPWDFDRDSAFRKASLCQQFASTKQDLKGFGCDEKNLTLAIGAAGCLLAIYAKETQRTALPH
NTDB id 40571 X970 RS04190 WP 024086401.1 LERLNPVELLIPDDWPRDLPAEKRPGARRRAPWDFDRDSARKALCQQFATKDLKGFGCDKLTLAIGAAGCLLIYAKETQRTALPH 251
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!! ! !!!!!!!!! !! !!!*! !!!!!!!!!!!!! ! !!!!! ! !!!!!!!* !!!!!!!!!!!! !!!!!!!!!!!!

logo LRSLRHERLADDTVI LDGASRRNLELDI
VNLASGGRDNTLQSVI

MDRCQTAMAGSRLLSTRWLNRPLRDNLREKI
VLEQARQDS IRTCLLDEGHYRFEKQ

NTDB id 40571 X970 RS04190 WP 024086401.1 LRSLRHERLDDTVILDGASRRNLELDINLAGGRDNTLQSVIDRCQTAMASRLLSRWLNRPLRDLKVLQARQDSIRCLLDGYRFEK 336
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!!!!!!!!!!!!!!*!! !!!!!!!!!!*!!!!!!!*!!!!*!!!!!!!! *! !!!!!! !!!**!!!!

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALAGALPEQLQANAGMAQDELEVAPHLALERLAATI

S
I
T
G
STYPELAESLLAERAI IDNPPAVIRDG

NTDB id 40571 X970 RS04190 WP 024086401.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPELQNAMAELEAPHLARLAAITGTYPELASLLERAIIDNPPAVIRDG 421
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! *! *! !!!! !! !!!!!! !! !!!!!!!!!!!!!!

logo GVLKATGYDNPELDELLQAS ILSENAGQFYL IMDLEATREKARTGLANLKVGYNRVHGYF I ELPSTKQAEQSAPAGDYIRRQTLKGAERF ITPELK
NTDB id 40571 X970 RS04190 WP 024086401.1 GVLKAGYDNELDELLAISENAGQFLIDLEAREKARTGLANLKVGYNRVHGYFIELPTKQAEQAPGDYIRRQTLKGAERFITPELK 506
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!! !!!*!!!!! *!!!!!!*!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!*!!!!!!!!!!!!!!!!!!!!

logo

A
EFEDKALSAKSRALAREKLMLYDAELLEMTL IGSHLAPLQDESAAALAELDMVLSNLAERALNLDLNCRPRFVDEEQPCLMRI EQGRHPVVEQVL

NTDB id 40571 X970 RS04190 WP 024086401.1 AFEDKALSAKSRALAREKMLYDALLETLISHLAPLQDSAAALAELDVLSNLAERALNLDLNCPRFVDEPCLRIEQGRHPVVEQVL 591
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!*!!! !!! !! !!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!*!!!!* !!*!!!!!!!!!!!!!!



logo

E
TTPFVANDLGLDDNASTRML IV ITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 40571 X970 RS04190 WP 024086401.1 TTPFVANDLGLDNSTRMLIITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 676
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDRSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAKQLRAFYTLFATHYFELTVLPESEPLVVANVHLNSATEHNER IVFLHHVL
NTDB id 40571 X970 RS04190 WP 024086401.1 ANILHNATDRSLVLMDEVGRGTSTFDGLSLAWAAAERLAQLRAYTLFATHYFELTVLPESEPLVANVHLNATEHNERIVFLHHVL 761
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!

logo PGPASQSYGLAVAQLAGVPGTAEVIQRARDEHLASRLETTSLPSHEAQPRTAIQTKPAGKDQVPAQPVPHMQSDLMFASLPHPAVI
LEEKLGKR I

L
N
Q
L
PDDEMVTPRQA

NTDB id 40571 X970 RS04190 WP 024086401.1 PGPASQSYGLAVAQLAGVPTAVIQRAREHLARLETTSLPHEQPTAQKAKDVPQVPHQSDLFASLPHPAIEKLGKLQLDEMTPRQA 846
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPG..QPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQA 848
consensus !!!!!!!!!!!!!!!!!!! !!!!!!*!! !!!!!!!*!! ! **** ! *!*!!!*!!!!!!! *! !!****!**!!!!!
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NTDB id 40571 X970 RS04190 WP 024086401.1 IEMLYQLKNLL. 857
NTDB id 1201 CAH03854.1 414..2993( ) LELLYSLKTRI* 859
consensus *!*!! !! *
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