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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 405709 GOY15 RS00040 WP 005721894.1 MINRVVLVGRLTRDPELRTTGSGISVATFTLAVDRQFTNSQGERGADFVSCVIWRKSAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NYDENKQDQGQRVFYVTEVQVAVEDSNVFAQSFLLEPSKRKNTDGTGRTGEAQSRGQQGDNSGAGSYNQENFGTNPSNQSSGGNAGQSQSYFQGGPSAGFNQTNDFSNPNPQFNQTGGNSQGNNGQSNQRARTPNANQAGNQNSNFNTNQSADQDPF

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS..GSGGYNEGNS..GGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPF 156
NTDB id 405709 GOY15 RS00040 WP 005721894.1 SYDNKDGQRVYVTEVVVDNFALLESRKDREARGQNGGY...TPNSGNASSQ.PANNFPNNGGSQGNSQTNNNQNNSQDPF 156
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQ.SGFTSPQQT.....GNAPAANNTQADPF 154
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NTDB id 113 BSU 40900 NP 391970.1 ANDGKPIDISDDDLPF 172
NTDB id 405709 GOY15 RS00040 WP 005721894.1 SGSGDTIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 ANNGQAIDISDDDLPF 170
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