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LMDINMPHNVNGVEATKRQL IVELQVYP
NTDB id 405563 GNK04 RS19245 WP 159785070.1 MYAAKTKTKIIIIDDHRLFREGVKRILDMEDDFEVIAEGDDGDEALRLVEENKPDVVLMDINMPHVNGVEATRQLIEQVP 80
NTDB id 83 BSU 35490 NP 391429.1 ....MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYP 76
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logo ESTKVI I LS IHDDENTYVTHALVKTGAARGYLLKEMDADNSTL IVEAVKVVAESGGASYI
LHPKVTHNLVNEFYRRLATESGKVRSAPHSPTQHI EGYKV

NTDB id 405563 GNK04 RS19245 WP 159785070.1 ETKVIILSIHDDETYVTHAVKTGAAGYLLKEMDANSLVEAVKVVASGGAYIHPKVTHNLVNEYRRLATEGKRPSTQIGYK 160
NTDB id 83 BSU 35490 NP 391429.1 ESKVIILSIHDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHE.V 155
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YRKRPLHI LTRRECEVLQLMLATDGKSNRGS IGEDSLFYI SEKTVKNHVSNI LQKMNVNDRTQAVVEVAIKKNGWVEKMVR
NTDB id 405563 GNK04 RS19245 WP 159785070.1 EVEYRKPLHILTRRECEVLQLLTDGKSNRSIGEDLYISEKTVKNHVSNILQKMNVNDRTQAVVEAIKKGWVKVR 234
NTDB id 83 BSU 35490 NP 391429.1 YPEIRRPLHILTRRECEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKMNVNDRTQAVVVAIKNGWVEMR 229
consensus *! !*!!!!!!!!!!!!!!*! !!!!!! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!! *!
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