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NTDB id 405552 GNK04 RS15005 WP 159783263.1 MLKKVEGIVIRTVDYGETNKILTIYSRETGKVGVMARGAKKPKSRLSAVSQLFVYGQYLYQHTSGLGGLNQGEIIDSFRS 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !! !*!!!!*!! !!!!!!!!*!* *!!*!!*!!!!!!!!!! !!!!!!!!*!*!! *! !*!!!!! !*!!!*! ! !
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NTDB id 405552 GNK04 RS15005 WP 159783263.1 IRNDLFLTSYAAYAAELVDKLTEERKPNPYLFEMLYQVLHSLNEEKDPEVILFIFELKMLRVAGITPQLDRCANCGLSEG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !! !!!!! !!!! !!!!!* !!!*!!!!!!!! * !* !!! !!*!! !! *!!! ! !* ! ! *! *! *!
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NTDB id 405552 GNK04 RS15005 WP 159783263.1 KFHFSINEGGLLCHRCLSVDPYNIPIMKRTAELLHLFAHIDLGRLGNISLKKETKKEIRQILNLYFDAYSGLYLKSKRFL 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!* * ! *!!!! !!! !!! * !! !!*!! * !! !!!!*!!! !!! !**!** !!** !!!!!!!!!!!!

logo DQLMDERSFMKHLELMGENKS
NTDB id 405552 GNK04 RS15005 WP 159783263.1 DQLDRFKLE...... 249
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS 255
consensus !!** !* ******
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