
logo MLAELS IKRNFAI I EAE I
LTVSFERGLTVLTGETGAGKS I I IDA IGSLLVGGRGSASEFVRYGETAKKAE I

LEGLFHL ILDESTGNHPTVLVGQKVCL
NTDB id 405551 GNK04 RS14300 WP 159783051.1 MLAELSIRNFAIIEAITVSFERGLTVLTGETGAGKSIIIDAIGLLVGGRGSAEFVRYGTKKAEIEGLFHIDTNHPTVQKL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!*!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!! !!!*!!!!**** !! * *

logo

A
E
D
E
Q
VGIDEFVSTDEGMI

VVLMRRDI SHTSTGKS IVCRVNGKLVTI
L
A
G
I
SLRE IGQRLTL ILDIHGQHDEHNQDLLMEQDSDEKNHLQTLLDKQFAGEGARES IVEGPSALFK

NTDB id 405551 GNK04 RS14300 WP 159783051.1 EDVGIEFTDGMVVLRRDISHTGKSICRVNGKLVTLGILREIGQTLIDIHGQHEHQDLMQSDKHLTLLDQFGERSIGPALF 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus * !!* *! !*!*!!!!!**!!!*!!!!!!!!!** !!!!! !*!!!!!!**! !! * !! !!! !* * *!!

logo

E
TYQREGI FYQRYKVKI

L
L
Q
K
Q
K
Q
L
MKNQLSTENSEQEQMAHRLDL IQFYQLEE I ETKSAEKLESLPNEDDEQLMQDEEKRLQQRI

L
G
SNFEKI

LYETASLQDNAVYDNASLHRGSDE
NTDB id 405551 GNK04 RS14300 WP 159783051.1 EYREIFQRYKKIQQQMKNLTENEQQMAHRLDLIQYQLEEITKAELSPNEDDQLMDEKLRLGNFEKLYTALQDVYDSLHGD 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus ! ! *!!! !* *!*!*! !! !!!!!!!!!*!!!!! ! ! *!!!*!! *!* * !!!!*! !! ! !* *

logo

N
Q
G
KGLDWVGLMAMSASQLEDS IVASDI

L
D
NEEPLKQGKMYHSEESVASNQSFYYLLEDEATATFGKQLMNRNTMYLRDEQLEFDPAERLDNFYI

VEETRLNE IKQLQLKRKYGAESTV
NTDB id 405551 GNK04 RS14300 WP 159783051.1 NKGLDWVGLAMSQLESVADLDEELQGYHEEVANQFYLLEETAGKLNTYRDQLEFDPARLDFVEERLNEIQLLKRKYGESV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus * !!!!!!*! !!! * !* !*! *! ! ! *!!!!* * ! !!!!! !! **! !!!!! !!!!!! *!

logo EDI LEYAASKS I EDEE I
VDEQI

L
E
LNRDEDSHRLVEQESLKQAKDELDKGS IVGKAKDLVATVEAAHNLVSTGQI

LRKKTVWAKSEKLAVDGES IHHRELKRDSLYMEKSTETFADI
T
E
HFKNEV

NTDB id 405551 GNK04 RS14300 WP 159783051.1 EDILEYAASIEDEVDELLNREDRVEELQADLKGIKADLTVEAHNLTGLRKKVASELVGSIHHELRDLYMEKTEFAIHFNE 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!! !!*!*! * !!* ** ! *! * !* !!!*!** *!! ! ! !!*!!* !!!!!* ! *!

logo RDTAESKRKNDEEAPLVNGQPVFQFLHTERQSGI
QDDL IVDKFLMI STNPTGEPLKESLSKTVASGGELSR I

VMLAI
LKS I FSKSHQQDGI

VTS I I FDEVDTGV
NTDB id 405551 GNK04 RS14300 WP 159783051.1 RDESKKD..........FFHRSGQDDIDFMISTNPGEPLKELSKTASGGELSRIMLALKSIFSKHQGITSIIFDEVDTGV 470
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus ! !* *********** * ! ! * !*!!!!*!!!!! !!! !!!!!!!!*!!!*!!!!! *! *!!!!!!!!!!!!

logo SGRVAQAI
MAEKIHQKRLVSAIGSQVLCVITHLPQVAAMADHTHLYIASKEELTGKDEGRTKTTRSVGKNPLSKTNQEKQI

V
A
EE I

LGRMIAGAVEMVTDELTK
NTDB id 405551 GNK04 RS14300 WP 159783051.1 SGRVAQAMAEKIQRLSAGSQVLVITHLPQVAAMADHHLYISKEETGEGRTKTSVGNLSTNEQIEELGRMIAGAEMTELTK 550
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKEL.KDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!*!!!!***! !!!!!*!!!!!!!!!!!!*!!!! !! * *!!! ! ! *!! *! * !*!!!!!! !*!*!!!



logo

K
RHAKELLKYQADNQI

VKSTTG
NTDB id 405551 GNK04 RS14300 WP 159783051.1 KHAKELLYQANQIKS.. 565
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus *!!!!!! !! !*!***

X non conserved

X similar

X ≥ 50% conserved


