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NTDB id 405550 GNK04 RS14290 WP 159783049.1 IHEIGVPAHIKGYMYLREAITMVYNDIELLGSITKVLYPDIAKKFNTTSSRVERAIRHAIEVAWSRGNVESISNLFGYTV 233
NTDB id 89 BSU 24220 NP 390302.1 IHEIGVPAHIKGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTV 240
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