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NTDB id 405544 GNK04 RS09150 WP 159787342.1 MEIERVNANTLKFFITYRDIENRGFDREEIWYDRERGEELFWEMMDEAHQREQFSLEGPLWIQVQALEKGLEIIVTRAQM 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!*! *!*!!***! !!! !!!!!!!!!! !!! !!!!!!*!!! ! ! ! *!!!!!!!!!!!*!!!!!!!!*!!*

logo SKNDGQSKLELP IPSEDEKKQLQDELPALDSEDNLMDAKI
LLDDFKFQAKELEQNQANVYEPEDENPEQEPELEKEGEQEKLQSFMVI

L
A
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NTDB id 405544 GNK04 RS09150 WP 159787342.1 SNDGSKLELPISEEKQLDLPLDENMDKILDDKFALQNNYEPEDEPEPLEGEELSFMIAFRDFEDVISLSHGFDPVGVENG 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQE.PASEDLDALLDDFQKEEQAV.....NQEEKEQKLQFVLRFGDFEDVISLSK.LNVNGSKTT 153
consensus ! !! !!!!!!*!*! **! ! *! *!!! * ****** * ! !** ! !!!!!!!!!** * !
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NTDB id 405544 GNK04 RS09150 WP 159787342.1 LYHYEDRYYLHVVFDDTLIEEDQDNRLSQLLEYGYETELTIHRIQEYGKEILSEEALEQLRGHFPLL 227
NTDB id 84 BSU 11520 NP 389034.1 LYSFENRYYLYVDFCNM.TDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS. 218
consensus !!**! !!!!*! !* * *!* *! !! !!!!* !* **!!!* !!!! !*!!*!!! ** !!* *

X non conserved

X similar

X ≥ 50% conserved


