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NTDB id 405525 GNK04 RS00020 WP 098445630.1 MHLNTLKVTNYRNYHKQELQFENNVNVFLGENAQGKTNIMEAIYVLAMARSHRTPRDKELINWDEEYAKIEGRIEKRNGP 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !*** ! *! !!!!** !!!!!! !!! *!!!!!!!!!*!!!!!!! !!*!!!!* !!!!! !! *!!!!!!!* ! !!*
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NTDB id 405525 GNK04 RS00020 WP 098445630.1 LSLQLVISQKGKKAKLNQLEQQKLSNYIGAMNVVMFAPEDLNLVKGNPGVRRRFIDIEIGQVQPVYLYHLGRYLKLLQQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus ***!!!!! !!!!*!*!**!!!!!!*!*!!*! *!!!!!!!!!!!! ! !!!!!*!*!!!!! !!!!**! ! !*! !!

logo NHSFLLKQTLMQRTYQRKKQPTDRYTVMLDI
VLTDEQL IVEAVAAKNI

V
V
Y
L
V
K
RRLVQRFTVAQLQLEQKQWAEQP IHAYGI SRGLEEKLETI

L
H
KYHNPTATLVDEVSDEPLTDLSKI

NTDB id 405525 GNK04 RS00020 WP 098445630.1 NSLLKTMRYQKKPDYVMLDILTEQLIEAAANIYLRRVRFVQLLQQWAEPIHYGISRGLEKLEIHYNPTVEVSEPTDLSKI 240
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKI 240
consensus !* !! * ! *! !!!*!!*!!*! !! * **!* ! ! !! !!! !!!!!!! ! **!** **!!*! !!!!!
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NTDB id 405525 GNK04 RS00020 WP 098445630.1 VDGYKEKFDKIKEREVERGVTLAGPHRDDLSFFVNGKDVQTYGSQGQQRTTALSLKLAEIELIHSEVGEYPLLLLDDVLS 320
NTDB id 353 BSU 00040 NP 387885.1 GDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
consensus ! ! ! ! !**!*!*!!!!!! !!!!!!* !*!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!! !*!!!!*!!!!!!!!

logo ELDDFYRQSHLLHNTIQGKRVQTFVTTTSVDEGIDHHETLERKQAGTMTFQRVQENGAL ILEVKVK
NTDB id 405525 GNK04 RS00020 WP 098445630.1 ELDDFRQSHLLNTIQGKVQTFVTTTSVEGIHHETLEKATTFQVQEGLIEKVK 372
NTDB id 353 BSU 00040 NP 387885.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK.. 370
consensus !!!!*!!!!!!*!!!!*!!!!!!!!!!*!!*!!!! ! ! !! ! * !**
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