
logo MKKSLSYEKR IYKQSAQEYLASPTLGETI
V
E
QYRASLFGGSYSTLATVDDTVFAMVSDEGELYLRACEEQSAPQYCVKHAPPSSVFWLSTLYKVKCRGRPSVLTLN

NTDB id 405485 GNG29 RS07945 WP 156654226.1 MKKLSYERIYQSAEYLSPLGEVQYRALFGGYTLAVDDTVFAMVSEGELYLRACEESAPYCVKHASSFLSLVKRGRPVLLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!! ! !!! *!! * !! !!! !*! !!!!!!!!!!*!!!!!!!!! !!*!!!!!** *!* !*!!*! !!

logo YFYRVDEGSLWQRDNQRELKTLLVQRLSKSFYASLDEAALRKREKRCSETRNYKTRERLKDLPNLMS
TFHQLEAI ILLGYEAVGIKTDNEVERALREI LGAEKMQCWLKR I

LRQVLQN
NTDB id 405485 GNG29 RS07945 WP 156654226.1 YFRVDEGLWQDRETLLQLSSFALEAARRERCERYKRERLKDLPNLTFQLEILLYEAGITNEEALRELGAEQCWLKIRVLN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !*!!!! !! !* !! * !*!! *!** ! !!!!!!!!!**!*!! *! ! !! !!! !!! !!!**! !
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LHEVAALPEVAVRRQELAVEWAYDKKSLPTPVEKQTEPFVPTAPAELVDE

NTDB id 405485 GNG29 RS07945 WP 156654226.1 KHLSYKVLFALEGAITGLHVAALPEVRRQELVEWYKKLPVETPVTPAVD 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *** !*!! !!!!! !*! !!!! !!!!! !! !** * ** **

X non conserved

X similar

X ≥ 50% conserved


