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MELOLELY LR R L LR IRORSTLIA A ) TR

MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL
MFKFLNPQYLFELLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL
MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL

AENCLAE RV PR AL LN R e SRR

LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL
LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL
LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL

AL 01T AL Tl LAY

TQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY] 211
TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHAFCLAAASSTSY 211
TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211

X non conserved
B similar
>50% conserved
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